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Chinese hamster cells 
DNA strand specificity for UV-induced 
mutations, 1277 
H2b histone octamer DNA-binding ac- 
tivity, 869 
hprt, 1635 
3-hydroxy-3-methylglutaryl coenzyme A 
reductase-dihydrofolate reductase 
genes, 620 
SV40 DNA amplification, 4812 
UV-induced early-domain binding factor, 
4812 
X chromosome, 1635 
Chinese hamster ovary cells 
N-acetylglucosaminyltransferase | gene, 
5713 
asparagine synthetase methylation pat- 
terns, 2922 
B-1,6 branching in N-linked carbohy- 
drates of Lec9 mutants, 914 
borrelidin-resistant cells, 1832 
carbohydrate processing, 914 
coamplified genes, 1137 
dCTP imbalances, 1810 
DHFR 
replication origins, 532 
dihydrofolate reductase, 523 
coamplified gene, 1137 
dihydrofolate reductase gene 
nonsense mutations, 2868 
RNA processing, 2868 
DNA repair 
demethylation, 1594 
factor VIII, 1233 
glucose-regulated stress response, 328+ 
glycoproteins with minimal carbohydrate 
heterogeneity, 377 


Lecl glycosylation defect, 5713 
Lec9 mutants, 914 
low-density lipoprotein 
receptor deficiency of mutants, 4799 
methotrexate uptake defect, 1754 
mouse ribosomal DNA, 1667 
oligosaccharide-dolichol biosynthesis, 
914 
platelet-derived growth factor 
receptor mutations, 4473 
B-polymerase mRNA induction, 851 
pyrimidine dimer removal, 1594 
rDNA spacer promoters, 1513 
replication fork movement, 523 
temporal order of gene replication, 2881 
threonyl-tRNA synthetase 
gene amplification, 1832 
topoisomerase II depletion, 3284 
von Willebrand factor coexpression, 
1233 
Chlamydomonas reinhardtii 
heat shock genes, 3911 
Chloroplasts 
heat shock proteins, 461 
Choline kinase 
mouse, 325 
phosphocholine concentration, 325 
Chromatin 
class II regulatory mutant, 296 
D. melanogaster, 332 
heat shock protein genes 
ecdysterone induction, 332 
phosphoenolpyruvate carboxykinase 
gene, 1289 
rat, 1289 
S. cerevisiae, 1721 
upstream activation sequence-dependent 
alteration, 1721 
Chromatin loop structure 
CpG clusters, 2322 
human X chromosome, 2322 
X inactivation, 2322 
Chromosomal DNA 
H. capsulatum, 983 
Chromosome 7 
P. chabaudi, 5182 
pyrimethamine, 5182 
Chromosome breakage 
DNA topoisomerase, 159 
S. cerevisiae, 159 
Cistrons 
rRNA, 1243 
S. cerevisiae, 1243 
spacer region activity, 1243 
ckm enhancer 
rat, 2396 
S. cerevisiae, 2034 
Class II AB gene 
intronic 10-base-pair deletion, 4402 
mouse, 4402 
Class II box consensus sequences 
HLA-DRa gene, 50 
Class II gene expression 
lipopolysaccharide, 3184 
mouse, 3184 
Class II genes 
transcription complex stability, 342 
Collagen gene 
mouse, 2224 
Collagenase 
UV-induced expression, 5169 


SUBJECT INDEX 


Colony-stimulating factor 1 
human, 4069 
mouse, 4069 
Colony-stimulating factor 1 receptor 
down modulation, 2890 
human, 2890 
ligand, 2890 
protein kinase C, 2890 
Conditional dicentric chromosome 
S. cerevisiae, 1368 
Conserved extrachromosomal element 
P. gallinaceum, 3621 
Core glycosylation 
S. cerevisiae, 1191 
Cow 
glycoprotein hormone a-subunit gene, 
5113 
NF-«B levels, 4677 
T. parva infection, 4677 
tau gene, 1389 
tau protein, 1381 
cox5 
N. crassa, 566 
COXS 
S. cerevisiae 
heme, 1958 
oxygen, 1958 
COXS5b 
intron, 2765 
S. cerevisiae, 2765 
COX6 
S. cerevisiae, 5350 
transcription, 5350 
upstream activation sequence, 5350 
CPAI, CPA2 
S. cerevisiae, 4882 
CRI elements 
chicken, 3563 
Crithidia fasciculata 
kinetoplasts 
minicircles, 169 
8-Crystallin genes 
chicken embryo lens cells, 3132 
hypomethylation, 3132 
CTTI 
RAS-cAMP pathway, 1309 
S. cerevisiae, 1309 
CUP2 gene product 
S. cerevisiae, 4091 
Cyclic AMP 
D. discoideum, 4660 
D. melanogaster dunce mutants, 692 
« immunoglobulin light-chain expression, 
959 
mouse, 959, 1691 
mouse T lymphocytes, 3438 
serine protease gene RNA levels, 692 
tissue plasminogen activator gene, 1691 
Cyclic nucleotide phosphodiesterase gene 
D. discoideum, 3938 
mRNA synthesis, 3938 
Cyclin 
DNA replication, 57 
X. laevis, 57 
CYPIAI 
dioxin, 2378 
mouse, 2378 
CYPIAI chromatin 
2,3,7,8-tetrachlorodibenzo-p-dioxin-in- 
ducible aryl hydrocarbon receptor- 
mediated change, 5726 
cys-3 
N. crassa, 1120 


xiii © SUBJECT INDEX 


Cytochrome b 
P. gallinaceum, 3614 
Cytochrome oxidase subunit V gene 
N. crassa, 566 


S. cerevisiae, 602 
DAL7 promoter 

S. cerevisiae, 3231 
Daunomycin 

MDRi, 4357 

mouse, 4357 
dCTP imbalances 

CHO mutants, 1810 
Demethylation 

DNA repair 

CHO cells, 1594 


bidirectional promoters, 3058 
CHO cells, 532 
mouse, 3058 
replication origins, 532 
Dicentric chromosome 
S. cerevisiae, 1368 
Dicistronic transcriptional units 
tobacco, 5676 
Dictyostelium discoideum 
BP74, 4170 
cis-acting element controlling induction 
of early gene expression, 4653 
cyclic nucleotide phosphodiesterase 
gene, 3938 
extracellular cAMP response, 4660 
hygromycin resistance, 1965 
myosin cDNAs, 3073 
signal transduction response sequence 
element, 4660 
spore coat genes SP60 and SP70, 5215 
Dihydrofolate reductase 
CHO cells, 523, 1137, 2868 
coamplified genes, 1137 
hamster, 4994 
nonsense mutations 
RNA processing, 2868 
replication fork movement, 523 
transcription factor E2F, 4994 
N*,N?-Dimethylguanosine-specific tRNA 
methyltransferases 
S. cerevisiae, 1611 
Dioxin 
CYPIAI expression, 2378 
mouse, 2378 
DNA 


evolution, 2445 

hamster cells, 2445 
5-aza-2'-deoxycytidine, 885 
bovine papillomavirus type 1, 406 
Chinese hamster cells, 1277 
chromosomal 

H. capsulatum, 983 


filler 


extra nucleotides at rearrangements, 
3049 
major histocompatibility class I protein 
synthesis, 847 
methylating, 828 
methylation 
A. immersus, 2818 
5-aza-2'-deoxycytidine, 885 
mouse, 885 
methylation patterns associated with as- 
paragine synthetase expression 
CHO cells, 2922 
minicircle replication 
C. fasciculata kinetoplasts, 169 
mitochondrial 
human, 1200 
transcriptional regulatory elements, 
1200 


repair 
CHO cells, 1594 
demethylation, 1594 
replication 
cellular replication factor RF-C, 609 
proliferating cell nuclear antigen, 57 
SV40, 609 
X. laevis, 57 
ribosomal 
spacer promoters, 1513 
strand specificity for UV-induced muta- 
tions, 1277 
SV40, 541 
synthesis 
polyomavirus, 648 
rat, 648 
synthetic abasic site 
X. laevis, 3750 
T. thermophila, 828 
topoisomerase I sites, 541 
UV-induced mutations, 1277 
X. laevis, 406 
DNA mismatch repair 
PMS genes, 4432 
S. cerevisiae, 4432 
DNA polymerase I 
S. cerevisiae, 365, 4447 
X-ray repair, 365 
DNA polymerase I-DNA primase complex 
S. cerevisiae, 4447 
DNA primase 
PRI2, 3081 
S. cerevisiae, 3081 
DNA topoisomerase II 
chromosome breakage, 159 
mitosis, 159 
nondisjunction, 159 
S. cerevisiae, 159 
DNA-binding protein 
adenovirus, 4372 
class II gene in B cells, 3184 
lipopelysaccharide induced, 3184 
5-methylcytosine residues, 1351 
mouse, 3184 
plant, 1351 
sequence requirements 
random-selection technique, modifica- 
tion of, 2944 
DNA-damaging agents 
gene induction, 4196 
Double minute chromosomes 
human, 109 
madr\, 109 
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Double-stranded RNA 
mouse, 1705 
signal transduction, 1705 
Drosophila melanogaster 
2BS5 ecdysone locus, 3588 
apurinic endonuclease gene, 965 
chromatin, 332 
ecdysterone, 332 
erect wing locus, 719 
heat shock, 1746 
heat shock protein complexes, 2672 
heat shock protein genes 
ecdysterone induction, 332 
heterochromatin, 1173 
hsp83, 1746 
interacting genes and proteins, 875 
janus genes 
sex regulation, 2526 
mono- and dinucleotide repeats in chro- 
mosomes, 1173 
mRNA cap-binding protein, 218i 
myosin heavy-chain gene 
alternative splicing, 2957 
ovarian tumor gene, 5733 
ovarian tumor protein 
antibody, 5733 
prosomes, 2672 
RNA polymerase II transcription factor, 
1465 


serine protease gene RNA levels 
cAMP, 692 

testis-specific B-tubulin gene, 875 

a-tubulin, 875 

Drosophila species 

adenine phosphoribosyltransferase 
5’ splice site, 2220 

en sequence conservation, 4304 


E2F 
HeLa cells, 578 
transcripiion, 578 
E2F binding to DNA 
adenovirus-infected HeLa cells, 4495 
E6 


bovine papillomavirus type 1 DNA repli- 
cation, 406 
X. laevis, 406 
Ecdysterone 
D. melanogaster 
chromatin, 332 
heat shock protein genes, 332 


Egr-l 


mouse, 2083 

surface immunoglobulin signaling, 2083 
Elongation factor EF-la gene dosage 

S. cerevisiae, 4571 
en sequence conservation 

Drosophila species, 4304 
Endotoxin 

human, 2752 

monocyte procoagulant response, 2752 
Epidermal growth factor 

cell proliferation, 1772 

chicken, 1371 

c-fos 

AP1-binding site, 1327 

human, 1327, 1772, 2771 

mouse, 1536, 2771, 3411 

pp60*"", 1536 

precursor, 2771 

quiescence-specific gene expression, 1371 

c-ras-Ha, 3411 


Cytomegalovirus 

human, 1342 

major immediate-early gene 

modulator region, 1342 
: Cytoplasmic heat shock granules 

mRNA storage, 1298 
DI5Kzl 

mouse, 935 
DALS 
dhfr 

amplified 

E6, 406 
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receptor 
C terminus, 1772 
tyrosine kinase activity, 671 
TGF-alpha—PE40, 2860 
Epstein-Barr virus 
nuclear antigen | 
DNA-binding domain, 2738 
c-erbAa 
rat, 1128 
ERCC-1 
antisense overlapping transcription, 1794 
human, 1794 
Erect wing locus 
D. melanogaster, 719 
ERG6 
S. cerevisiae, 3447 
Erythrocyte band 3 mRNAs 
chicken, 5198 
Erythroid cell-specific nuclear factor 
a-globin and B-globin genes, 2606 
mouse, 2606 
Erythroleukemia differentiation 
mouse, 2734 
L-myc, 2734 
Escherichia coli 
human c-Myc, 2477 
photolyase-excision repair protein inter- 
actions, 4767 
photolyases, 4777 
ribosome inactivation 
glutamic acid 177, 5012 
Estrogen 
receptor binding to response element, 43 
Estrogen receptor 
glucocorticoid receptors, 5324 
progesterone receptors, 5324 
Ets! protein domain 
chicken. 5718 
DNA binding, 5718 
nuclear targeting, 5718 
Eucaryotic initiation factor 2 
COS-1 cells, 946 
mRNA translational efficiency, 946 
phosphorylation state, 946 
Eucaryotic initiation factor 4A 
lysine substitution in ATP-binding site, 
4061 


nucleotide-binding activity, 4061 
Euplotes crassus 
telomere terminal transferase activity, 
2761 
transposonlike element, 3793 
Exon 1 
human c-fms gene, 1336 
Exon 6 sequence 
human leukocyte common antigen pre- 
mRNA, 4550 
Extrachromosomal element 
P. gallinaceum, 3621 


F9 cell differentiation 
B-1,4-galactosyltransferase, 2370 
facB 
A. nidulans, 5696 
Factor VIII 
CHO cells, 1233 
von Willebrand factor coexpression, 
1233 
FER 
human, 1587, 5722 
protein-tyrosine kinase, 5722 
rat, 5722 


a-Fetoprotein gene promoter 
HNF-1, 4204 
mouse, 4204 
transcription, 4204 
c-fgr 
human, 92 
Fibroblast growth factor 
mouse, 3576 
MyoD!I transcription, 3576 
Fibronectin 
keloid fibroblasts, 1642 
wound healing, abnormal, 1642 
Filler DNA 
extra nucleotides at rearrangements, 
3049 
Fish gene homologous to the mouse Mx 
gene, 3117 
FLP recombinase 
DNA binding, 1987 
S. cerevisiae, 1987 
c-fms 
exon 1, 1336 
human, 1336 
mouse, 5081 
c-fms mRNA 
human, 769 
stabilization, 769 
v-fms 
mouse, 3973 
pre-B-cell transformation, 3973 
Forskolin 
human, 1498 
inducibility, 1498 
promoter, 1498 
fos 
rat PC12 cells, 3174 
src induction, 2493 
tyrosine kinases, 2493 
c-fos 
AP!1-binding site, 1327 
chicken, 2191 
epidermal growth factor induction, 1327 
human, 1327 
L. donovani-infected macrophages, 5223 
regulatory elements, 2191 
12-O-tetradecanoyi phorbol-13-acetate 
induction, 1327 
UV-induced expression, 5169 
c-fos promoter 
cAMP-responsive elements, 4272 
mouse, 4272 
c-fos proto-oncogene 
mouse, 2269 
nervous system, 2269 
c-fos serum response factor 
CArG-binding factor, 515 
v-fps 
mouse, 5491 
protein-tyrosine kinase, 5491 
SH2 domain, 4131 
Fujinami sarcoma virus 
P130***?* protein-tyrosine kinase, 2214 


G protein a subunit 
mouse, 5434 
GALI-GALI0 
S. cerevisiae, 1721 
GAL4 
polymerase II transcription, 4746 
S. cerevisiae, 4746 
GAL80 
S. cerevisiae, 3009 
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,4-Galactosyltransferase 
cell surface, 2370 
F9 embryonal carcinoma cell differentia- 
tion, 2370 
Golgi apparatus, 2370 
Gamma interferon 
gene induced by, 1922 
gene transcription activation, 5404 
human, 1922, 5404 
kappa transcription, 5231 
mouse, 5231 
GCN4 
ARO3 expression, 144 
S. cerevisiae, 144 
GCN4-binding sites 
S. cerevisiae, 2944 
selection from random-sequence DNA, 
2944 


Gene expression 
nerve growth factor, 135 
rat, 135 
Gene induction 
DNA-damaging agents, 4196 
growth arrest signals, 4196 
Gene targeting 
retroviral vectors, 1621 
Gibbon ape leukemia virus 
enhancer recognition complex, 4713 
Glial cells 
intermediate filament protein and its 
mRNA, 4556 
a-Globin enhancer 
chicken, 893 
B-Globin enhancers 
mouse, 4581 
targeted expression of a heterologous 
gene to erythroid tissues, 4581 
a-Globin gene 
erythroid cell-specific nuclear factor, 
2606 


human, 241 
mouse, 2606 
transcriptional promiscuity, 241 
B-Globin gene 
erythroid cell-specific nuclear factor, 
2606 


human, 1426, 3524 
mouse, 1426, 2606, 3524 
temporal replication, 3524 
Glucocorticoid receptor 
estrogen receptor, 5324 
progesterone receptors, 5324 
pro-opiomelanocortin transcription, 5305 
rat, 5305 
Glucocorticoid regulation 
bovine papillomavirus, 3127 
Glucocorticoids 
initiation factor gene expression, 3679 
mouse lymphosarcoma cells, 3679 
mouse T lymphocytes, 3438 
p36, p35 expression, 232 
ribosomal protein gene expression, 3679 
Glucose repression 
hexokinase II, 5643 
S. cerevisiae, 5643 
Glucose transporters 
insulin sensitivity, 4187 
X. laevis, 4187 
Glucose-regulated protein genes, 2153 
Glucose-regulated stress response 
CHO cell nuclei, 3284 
topoisomerase II depletion, 3284 
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B-Glucuronidase gene complex 
DNA determinants, 4074 
mouse, 4074 
Glutamic acid 177 
ribosome inactivation, 5012 
ricin toxin A chain, 5012 
Glycogen phosphorylase 
S. cerevisiae, 1659 
Glycoprotein 
hepatitis B virus, 4459 
Glycoprotein gC1 
herpes simplex virus type 1, 2363 
steroid-inducibie promoter, 2303 
Glycoprotein hormone a-subunit gene 
cow, 5113 
human, 5113 
tissue-specific expression, 5113 
Glycoprotein processing 
insect cells, 214 
Glycoproteins 
carbohydrate heterogeneity, 377 
Chinese hamster ovary cells, 377 
Glycosyl-phosphatidylinositol 
T. gondii major surface antigens, 4576 
Gmhsp!7.5-E heat shock promoter of soy- 
bean, 3457 
Golgi apparatus 
B-1,4- tosyltransferase, 2370 
mutation 
S. cerevisiae mating-factor signaling 
pathway, 2289 
GPHI 
S. cerevisiae, 1659 
G-protein homolog 
S. cerevisiae, 152 


mouse carrying tax gene, 4731 
TIS gene, subset of, 3580 
trans activation, 4731 
GR/EIA fusion protein, 3878 
GRM 
S. cerevisiae, 5228 
Group I intron self-splicing 
T. thermophila, 3657 
Growth arrest signals 
gene induction, 4196 
Growth factor autonomy 
hematopoietic stem and precursor cells, 
5746 
Growth factor B 
jun expression 
human, 1255 
mouse, 1255 
Growth factor gene 
leukemogenesis, 2414 
mouse, 2414 
Growth hormone mRNA 
bovine, 1604 
Growth-associafed H1 histone kinase 
homolog of cdc2*/CDC28 protein ki- 
nases, 3860 
GRP78 
mouse, 2233 
GT element 
E1A-induced enhancer activity, 5248 
nuclear factor, 5248 
GTPase-activating proteins 
phospholipids, 5260 


R-ras proteins, 5260 
rho proteins, 5260 


HI histone 
mouse erythroleukemia cells, 2332 


H2b histone octamer DNA-binding activity 
Chinese hamster lung fibroblasts, 869 
H2TFI1/KBF1 binding to the immunoglobu- 
lin « enhancer B motif, 3548 
H4 autonomously replicating sequence 
S. cerevisiae, 5464 
H4 histone genes 
S. purpuratus, 1476 
Hamster 
amplified DNA 
evolution, 2445 
dihydrofolate reductase gene, 4994 
transcription factor E2F, 4994 
Hansenula polymorpha 
methanol oxidase, 988 
peroxisomes, 988 
Heat shock 
D. melanogaster hsp83, 1746 
human, 2500 
mRNA biogenesis, 2500 
Heat shock element 
HSP82 expression, 4789 
S. cerevisiae, 4789 
Heat shock element-binding activity 
mouse embryonal carcinoma ce!!s, 3888 
Heat shock genes 
C. reinhardtii, 3911 
Heat shock protein 
avian progesterone receptor, 3829 
chloroplasts, 461 
D. melanogaster, 2672 
HSP70 family, 3509 
mouse, 3509 
S. cerevisiae, 5265 
Heat shock protein genes 
chromatin, 332 
D. melanogaster, 332 
ecdysterone, 332 
HeLa 40S nuclear ribonucleoprotein parti- 
cles 


S. cerevisiae, 5702 
Hemin 
HSP70 activation, 3166 
human, 3166 
Heparin-binding growth factor 1 
mouse, 1857 
tyrosine phosphorylation, 1857 
Heparin-binding growth factor gene 
human, 2387 
Hepatitis B virus 
cellular factors that interact with 
enhancer, 1804 
glycoprotein retention in endoplasmic 
reticulum, 4459 
HNF-1, 5189 
human, 5189 
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nuclear factor EF-C binding, 2787 
surface antigen promoter-HNF-1 inter- 
action, 5189 
Hepatocyte-enriched nuclear factors 
al-antitrypsin genes, 1415 
transthyretin gene regulation, 1415 
Herpes simplex virus type 1 
glycoprotein gC1 
steroid-inducible promoter, 2303 
Herpesvirus VP16 
polymerase II transcription, 4746 
S. cerevisiae, 4746 
Heterochromatin 
D. melanogaster, 1173 
Hexokinase II 
glucose repression, 5643 
S. cerevisiae, 5643 
HIS3 
S. cerevisiae, 4882 
Histocompatibility complex class II pro- 
moter-binding protein 
chromatin structure, 296 
Histone genes 
avian spermatids, 902 
Histone H1 
gene repression, 5573 
X. laevis, 5573 
Histone HS gene transcription 
chicken, 2228 
Histone mRNA levels 
3’ end formation, 3499 
mouse, 3499 
Histone pre-mRNA 
3’ end processing, 3105 
mouse, 3105 
Histoplasma capsulatum 
chromosomal DNA, 983 
TUB1, 2042 
TUB2, 2042 
HLA-DRa gene 
class II box consensus sequences, 50 
human, 50 
HMG 
heme, 5702 
S. cerevisiae, 5702 
HMG-I and HMG-Y 
human, 2114 
mRNA 
alternative processing, 2114 
HML mating-type cassette 
S. cerevisiae, 4621 
HNF-1 
hepatitis B virus surface antigen pro- 
moter, 5189 
mouse a-fetoprotein gene promoter, 
204 


Chinese hamster X chromosome, 1635 
Chinese hamster cells, 1635 
X chromosome, 1635 
hsp26 
S. cerevisiae, 5265 
HSP70 
heat-resistant mouse cell lines, 3509 
hemin-induced activation, 3166 
human, 3166 
mouse, 3509 
HSP70 gene 
S. cerevisiae, 2025 


c-myc, 2332 
HITF2 
human, 1566 
Granulocyte-macrophage colony-stimu- 
lating factor 
human, 3580 
mouse, 3580, 4109 
C proteins, 492 
HeLa cells 
c-myc 
replication polarity, 586 
nuclear factors 
BKV, 3821 4 
Heme 
HMG genes, 5702 
Hox! .3 homeobox genes 
human, 2273 
mouse, 2273 
hprt 
activation 
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hsp70 gene promoter 
human, 4099 
transcription factor Sp1, 4099 
HSP70 promoter 
Ela transactivation, 2574 
human, 2574 
hsp82 
S. cerevisiae, 3919, 4789 
hsp83 
D. melanogaster, 1746 
heat shock, 1746 
hsp89a 
human, 2615 
HSP90 
estrogenic regulation, 3567 
mouse, 3567 
Human 
4F2 heavy-chain enhancer, 2588 
adenovirus-inducible factor E2F 
transcription, 578 
alpha-1-proteinase inhibitor 
variants, 1406 
alpha interferon, 5404 
alpha interferon signaling pathway, 4605 
AP-2 element, 321 
arachidonic acid metabolism, 252 
asparagine synthetase gene, 2350 
autonomously replicating episomes, 109 
Bcl-2 protein, 701 
BCR/ABL 
5’ noncoding region, 5234 
BCR-ABL oncogene forms, 1866 
beta interferon subtype 1, 3037 
botulinum toxin type D, 2239 
Burkitt’s lymphoma 
myc, 74 
calcium phosphate-mediated transfec- 
tion, 4105 
cardiac a-actin 
multiple proteins that interact with, 
3269 


Cdc2Hs protein kinase in S. cerevisiae, 
4064 


central nervous system development, 
2284 


chromatin loop structure, 2322 
chromatin structure, 296 
class 1 heparin-binding growth factor 
gene, 2387 

class II genes 

transcription complex stability, 342 
colony-stimulating factor 1 receptor 

down modulation, 2890 
colony-stimulating factor 1, 4069 
cutaneous melanoma cells, 3114 
cytomegalovirus major immediate-early 

gene 

modulator region, 1342 
E2F, 578 
E2F binding to DNA, 4495 
endotoxin 

monocyte precoagulant response, 2752 
epidermal growth factor 

cell proliferation, 1772 

mouse, 2771 

precursor, 2771 

receptor C terminus, 1772 
ERCC-1 

antisense overlapping transcription, 

1794 


exon 6 sequence, 4550 
FER, 1587, 5722 


c-fgr proto-oncogene, 92 


fibroblast transformation 
SV40, 3093 
c-fms 
exon 1, 1336 
mRNA stabilization, 769 
forskolin 
inducibility, 1498 
promoter, 1498 
c-fos 
AP!1-binding site, 1327 
gamma interferon. 5404 
gene induced by, 1922 
gene transcription activation, 5404 
germ line transcript from kappa gene, 
4560 


a-globin gene 
transcriptional promiscuity, 241 
B-globin gene, 3524 
B-globin gene expressed in mice, 1426 
glucocorticoids, 232 
glucose-regulated protein genes, 2153 
glycoprotein hormone a-subunit gene, 
5113 
graded Na,K-ATPase expression, 116 
granulocyte-macrophage colony-stimu- 
lating factor, 3580 
growth factor B, 1255 
HITF2, 1566 
heat shock, 2500 
hemin-induced HSP70 activation, 3166 
heparin-binding growth factor gene, 2387 
hepatitis B virus surface antigen promot- 
er-HNF-1 interaction, 5189 
HLA-DRa gene 
class II box consensus sequences, 50 
HMG-I and HMG-Y, 2114 
Hox!.3 homeobox genes 
conservation, 2273 
hsp70 gene promoter 
transcription factor Sp1, 4099 
HSP70 transactivation, 2574 
hsp89a gene, 2615 
immortally transformed cells 
plasmid recombination, 4009 
immunoglobulin heavy-chain promoter, 
747 
interferon, 3037 
gene induced by, 1922 
interleukin 6 gene 
messenger-responsive element, 5537 
iron-responsive element binding protein, 


germ line transcript, 4560 
keratin K5 gene, 3685 
keratins 18 and 8, 1553 
lac mRNAs, 2983 
Ick promoters, 2173 
Lecl glycosylation defect, 5713 
leukocyte antigen DRa gene 
chromatin structure, 296 
leukocyte common antigen pre-mRNA 
exon 6 sequence, 4550 
ligand, 2890 
low-density lipoprotein receptor gene, 
2298 
major histocompatibility class I protein 
synthesis 
DNA damage, 847 
109 
MDR1 in mice, 4357 
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mdr\ modulation by retinoic acid, 4337 
MDR gene family, 3808 
metallothionein, 5738 

metallothionein gene expression, 4105 
mitochondrial DNA 


mitogen, 1034, 1041 
monocyte 
dotoxin, 2752 
monocyte secretory protein, 4687 
monocyte-derived neutrophil-activating 
peptide 
mRNA, 1946 


nt response to en- 


HMG-I and HMG-Y, 2114 
mRNA processing, 1435 
mRNA stability 
poly(A), 659 
Mx cDNAs, 5062 
myc, 74 
N-myc amino termini, 1545 
c-myc 
mRNA stability, 1996 
replication polarity, 586 
serum-inducible expression, 4962 
MYC coamplifies with PVT, 1148 
N-myc, 4903 
c-Myc produced in E. col . 2477 
c-myc promoter 
nuclease-hypersensitive element, 5123 
MyoD1, 4722 
NF-«B activation, 2424 
nuclear factor EF-C binding 
hepatitis B virus enhancer region, 
2787 
nuclear factors 
BKV, 3821 
octamer transcription factors i and 2, 
747 
2',5’-oligoadenylate synthetase, 3897 
osteocalcin transcription unit in S. cere- 
visiae, 3517 
Pl, 2279 
p185“*? monoclonal antibody, 1165 
p36, p35 synthesis and expression, 232 
p53 gene promoter, 2163 
peptide-mediated translocation to the 
nucleus, 2487 
PF4varl, 1445 
Philadelphia chromosome, 1866 
plasmid recombination, 4009 
plasminogen activators 
invasion and metastasis of mouse 
cells, 2133 
platelet factor 4 variant, 1445 
platelet-derived growth factor 
mitogenic activity, 3538 
platelet-derived growth factor 2, 396 
poly(A), 659 
poly(A) polymerase, 193, 1435, 4229 
polymerase I transcription, 2500 
pre-mRNA 
cleavage, 1759 
polyadenylation, 1759 
pre-mRNA 3’ end formation, 193 
pre-mRNA splicing, 5273 
pre-rRNA, 2500 
pre-rRNA processing, 4422 


/ transcriptional regulatory elements, 
1200 
mitochondrial protein homologous to 
chaperonins and 65-kDa mycobacte- 
rial antigen, 2279 
F mouse JE gene, 4687 
mRNA 
5055 
JE, 4687 
jun, 1255 
kappa gene 
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proenkephalin gene 
enhancer, 321 
protein kinase C, 2424, 2890 
protein kinase C genes, 2284 
protein kinase DAI, 1576 
protein kinase type A, 2424 
protein-tyrosine kinase, 5722 
psoralen-damaged plasmids, 2897 
PVT coamplifies with MYC, 1148 
raf amino-terminal deletions, 639 
c-Ha-ras 
bidirectional promoter, 3758 
c-Ha-ras-1 oncogene 
mouse embryos, 6 
N-ras mutations, 3114 
ras-transformed NIH 3T3 cells, 2258 
RBI mutations, 4596 
retinoblastoma gene 
deletion, 1628 
retinoblastoma susceptibility locus, 1 
retinoic acid, 4337 
rhabdomyosarcoma, 4722 
rhoH12 gene product, 2058 
senescence 
reversible, 3088 
serum amyloid A gene 
phorbol ester control, 1908 
simian virus 40 tsA-transformed fibro- 
blasts, 3093 
splicing factors, 5273 
sun exposure, 3114 
TAX-inducible enhancer, 1733 
T-cell activation, 1034, 1041 
T-cell leukemia virus type | long termi- 
nal repeat 
TAX-inducible enhancer, 1733 
tetradecanoyl phorbol acetate, 3580 
TFIIIC2-5S rRNA gene interaction, 4941 
threonyl-tRNA synthetase cDNA clone 
CHO cells, 1832 
TiS genes, subset of, 3580 
tissue factor 
mouse protein homologous to, 2567 
tissue factor gene expression, 2752 
tissue plasminogen activator 
insect cells, 214 
t(11;14)(p15;q11) activates multiple tran- 
scripts, 2124 
transcription factor Sp1, 4099 
transcription from the Moloney murine 
leukemia virus long terminal repeat, 
3571 
transformation of fibroblasts 
SV40, 3093 
transforming growth factor a 
aromatic side chain at position 38, 860 
lysine substitution for arginine, 4083 
trk, 15 
trk proto-oncogene, 24 
ts11, 2350 
TSEl-repressed genes, 2837 
Ttg-1, 2124 
tumor necrosis factor, 2239, 3037 
tumor necrosis factor gene expression, 
252 
tyrosine kinase gene, 1587 
U1 RNA A protein binding, 2975 
U1 small nuclear ribonucleoprotein par- 
ticle-specific protein interactions, 
3360 
U1-70K snRNP protein binding to U1 
RNA, 4179 


Wilms’ tumor cells 
chromosome 11, 1799 
X chromosome 
chromatin loop structure, 2322 
Human immunodeficiency virus type | 
UV-induced expression, 5169 
Human sequences 
autonomous replication, 1026 
Human T-cel! leukemia virus type I 
tax, binding, 4152 
TAX-inducible enhancer, 1733 
Human T-lymphotropic virus type | tax 
gene 
mouse 
granulocyte-macrophage colony-stimu- 
lating factor, 4731 
interleukin-2 receptor, 4731 
HXK2 
S. cerevisiae, 5630 
Hydra attenuata 
STK, 4141 
3-Hydroxy-3-methylglutaryl coenzyme A 
reductase-dihydrofolate reductase 
genes 
Chinese hamster cells, 620 
Hygromycin resistance marker 
D. discoideum, 1965 


IFN-4 
phorbo! myristate acetate, 5231 
Immunoglobulin heavy-chain enhancer 
oligomeric site C2-binding proteins, 776 
Immunoglobulin heavy-chain promoter 
human, 747 
octamer transcription factors | and 2, 
747 
Immunoglobulin heavy-chain switch 
B-cell-specific nuclear protein, 5594 
DNA replication, 1850 
mouse, 1850 
Immunoglobulin « enhancer B motif 
H2TFI/KBFI binding, 3548 
Immunoglobulin light-chain genes 
avian lymphoid cells transformed by re- 
ticuloendotheliosis virus, 4970 
Immunoglobulin » 
heavy-chain constant regions 
recombination, 5500 
mouse, 5500 
Influenza virus 
NSI mRNA 
splicing, 259 
Initiation factor gene expression 
mouse lymphosarcoma cells treated with 
glucocorticoids, 3679 
Insulin 
chicken, 1371 
mouse, 3411 
quiescence-specific gene expression, 
1371 
c-ras-Ha, 3411 
Insulin II gene 
5’'-flanking region, 1784 
pancreatic B-cell-type-specific expres- 
sion, 3253 
rat, 1784, 3253 
Insulin and insulinlike growth factor | re- 
ceptors 
B subunits, 2806 
rat, 2806 
Insulin gene enhancer 
B-cell-specific transcription, 823 
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protein-binding domains, 823 
rat, 823 


Insulin gene enhancer activity 


adenovirus type 5 Ela gene products, 
4531 


Insulin/IGF-1 signal transduction pathway 


p21 H-ras, 4312 
rat, 4312 


Insulinlike growth factor 


mouse, 3411 
c-ras-Ha, 3411 


int-1 


mouse, 1357 


int-1 protein 


mouse, 3377 


INT-2 


monkey, 4896 


Interferon 


gene factors, 3533 

gene induced by, 1922 

human, 1922, 3037 

mouse, 1060 

2',5’-oligoadenylate synthetase, 1060 
response element, 3533 

tumor necrosis factor, 3037 


B-Interferon 


mouse, 3553 


Interleukin 1 


« immunoglobulin light-chain expression, 
959 
mouse, 959 


Interleukin 2 


mouse carrying tax gene, 4731 
trans activation, 4731 


Interleukin 3 


autocrine stimulation, 204 
mouse, 204 


Interleukin 3 gene 


mouse cells, 798 


Interleukin 6 


mouse, 4109 


Interleukin 6 gene 


c-fos, 5537 
human, 5537 
messenger-responsive element, 5537 


Intermediate filament protein 


glial cells, 4556 
mRNA, 4556 


Interna! enhancer binding factor 


Rous sarcoma virus, 1929 


Intron 


mouse rpL32 expression, 2075 
S. cerevisiae COXb, 2765 
S. pombe, 1526 
synthetic 
S. cerevisiae pre-tRNA, 329 


Intron bI2 


CBP? protein, 5424 
S. cerevisiae, 5424 


Intron splicing 


MATa! of S. cerevisiae, 4613 


Intron-encoded protein 


S. cerevisiae, 1507 


Intronic 10-base-pair deletion in a class II 


AB gene 
mouse, 4402 
RNA processing, 4402 


Invertase 


S. cerevisiae, 1452 
secretion-defective variants, 1452 


Invertase signal peptide 


protein translocation, 3400 
S. cerevisiae, 3400 
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ipt gene 
A. tumefaciens-transformed plant cells, 
4298 
T-DNA methylation, 4298 
IRAI 
RAS-cyclic AMP pathway, 757 
S. cerevisiae, 757 
Iron-responsive element binding protein 
human, 5055 
iron-responsive RNA elements, 5055 


janus genes 
D. melanogasier, 2526 
sex regulation, 2526 
JE 
human homolog, 4687 
mouse, 4687 
jun 
growth factor B stimulation, 1255 
human, 1255 
mouse, 1255 
rat PC12 cells, 3174 


KS gene 
human, 3685 
Kappa gene 
germ line transcript, 4560 
human B cells, 4560 
Kappa transcription 
gamma interferon, 5231 
lipopolysaccharide, 5231 
mouse, 5231 
Kappa-chain immunoglobulin enhancer 
mouse, 4239 
octamer-binding site, 4239 
Keloid fibroblasts 
fibronectin, 1642 
wound healing, abnormal, 1642 
Keratin 
human, 1553 
mouse, 1553 
posttranslational regulation, 1553 
Keratin gene expression 
thyroid hormone, 1823 
X. laevis, 1823 
Keratin K5 gene 
human, 3685 
a-Ketoglutarate dehydrogenase 
KGDI1, 2695 
S. cerevisiae, 2695 
KEX]1 gene product 
S. cerevisiae, 2706 
KEX2 
S. cerevisiae 
RNA polymerase II mutants, 2341 
KGDI 
a-ketoglutarate dehydrogenase, 2695 
S. cerevisiae, 2695 
Kinetoplast minicircles 
T. equiperdum, 3212 
trypanosomes, 1365 
Kluyveromyces lactis 
ACT, 2208 
S. cerevisiae intron-encoded splicing sig- 
nals, 2208 
telomere attachment to killer plasmids, 
3931 
Krox-20 
mouse, 787 


LS 
5S rRNA-binding activity, 5281 


X. laevis, 5281 
LAC9-GAL80 interaction 
S. cerevisiae, 2950 
Lambda genes 
linkage by pulsed-field gel electrophore- 


humans, 2173 
promoters expressed in T cells, 2173 
Ick mRNAs 
human, 2983 
Lec9 CHO cells, 914 
Leishmania donovani 
macrophages 
c-fos, 5223 
tumor necrosis factor, 5223 
Leishmania major 
R region, 3959 
LEU3 
S. cerevisiae 
deletion converts gene to a constitu- 
tive transcriptional activator, 4056 
Leucyl-tRNA synthetases 
N. crassa, 4645 
Leukemia virus-induced B-cell lymphoma 
differentiation into macrophages, 2264 
Leukocyte antigen DRa gene 
chromatin structure, 296 
human, 296 
Leukocyte common antigen pre-mRNA 
exon 6 sequence, 4550 
human, 4550 
Ligand 
colony-stimulating factor 1 receptor 
down modulation, 2890 
human, 2890 
Lignin peroxidase genes 
P. chrysosporium, 2743 
Linear DNA 
X. laevis, 4862 
Lipopolysaccharide 
DNA-binding protein for a class II gene 
in B cells, 3184 
kappa transcription, 5231 
mouse, 3184, 5231 
Long terminal repeat 
5’ end 
negative control region, 739 
avian retrovirus, 1155 
CCAAT/enhancer-binding protein, 1155 
Moloney leukemia virus 
mouse, 4670 
murine leukemia virus, 739 
Low-density lipoprotein 
receptor deficiency 
CHO mutant, 4799 
receptor gene 
human, 2298 
regulation, 2298 
LSPI 
mouse, 3043 
L-type pyruvate kinase gene 
rat, 4409 
transcription, 4409 
Ly-6E antigen 
mouse, 3369 
phosphatidylinositol-glycan-linkea mem- 
brane protein, 3369 
Lymphocyte transformation 
mouse, 67 
oncogene cooperation, 67 
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Macrophage colony-stimulating factor 
c-fms, 5081 
mouse, 5081 
Macrophages 
c-fos, 5223 
L. donovani infected, 5223 
leukemia virus-induced B-cell 
lymphoma, 2264 
tumor necrosis factor, 5223 
visna virus long terminal repeat, 2728 
Major histocompatibility class I protein 
DNA damage, 847 
human, 847 
Major histocompatibility class II 
CCAAT factor 
DNA binding, 3097 
Major histocompatibility class II X-box 
binding proteins, 5219 
Major histocompatibility complex class I 
antigen expression 
autocrine induction, 1969 
mouse, 1969 
Major histocompatibility complex class I 
genes 
down regulation at level of chromatin 
structure, 3136 
mouse, 3136 
Major late promoter 
RNA polymerase II transcription termi- 
nation, 5254 
Marrow stromal cells 
5-azacytidine, 2748 
MAT 
S. cerevisiae, 3992 
STAI expression, 3992 
MATal 
intron splicing, 4613 
S. cerevisiae, 4613 
Mating pheromone signal transduction 
G-protein homolog, 152 
S. cerevisiae, 152 
mck 
mouse, 5022 
mck 5’ enhancer 
mouse, 594 
ras, 594 
S. cerevisiae, 5228 
mdr 
mouse, 1346 
madr\ 
autonomously replicating episomes, 109 
daunomycin-induced leukopenia, 4357 
human, 109, 4337, 4357 
mouse, 4357, 5289 
mutations and multidrug resistance, 5289 
retinoic acid, 4337 
MDR gene family 
human, 3808 
Meiotic transcriptional cascade 
S. cerevisiae, 2142 
MET25 
S-adenosylmethionine, 3292 
S. cerevisiae, 3292 
Metallothionein 
human, 5738 
metal regulatory elements, 5315 
metal response element, 1376 
metal-specific posttranscriptional con- 
trol, 5738 
mouse, 1376, 5315 
transcription factor MBF-I, 5315 
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trout, 5315 
UV-induced expression, 5169 
Metallothionein gene, 5445 
ectoderm-specific, 5445 
S. purpuratus, 5445 
etallothionein gene transcription 
ACE! protein, 421 
S. cerevisiae, 421 
Metallothionein genes 
calcium phosphate-mediated transfection 
alters expression in response to 
Cd?* and Zn?*, 4105 
human, 4105 
Methanol oxidase 
H. polymorpha, 988 
peroxisomes, 988 
Methotrexate 
resistance 
mouse, 100 
retrovirus vectors, 100 
uptake defect 
CHO cells, 1754 
DNA rescue, 1754 
N*-Methyladenine patterns 
T. thermophila nuclear DNA, 2598 
5-Methylcytosine residues 


C. fasciculata kinetop!asts, 169 
Miniribozymes, 5480 
Mitochondria 

N. crassa, 1362 

oxidase, alternative, 1362 
Mitochondrial DNA 

human, 1200 

N. crassa, 3603 

transcription, 3603 


transcriptional regulatory elements, 1200 


Mitochondrial intron-encoded protein 
S. cerevisiae, 1507 
Mitochondrial leucyl-tRNA synthetase 


gene 
N. crassa, 4631 
Mitochondrial plasmids 
Neurospora spp., 678 
Mitochondrial protein import signal 
S. cerevisiae, 1014 
Mitochondrial protein P1 
human, 2279 
Mitochondrial RNA polymerase 
S. cerevisiae nuclear DNA sequences, 
3193 
Mitochondrial RNA synthesis 
S. purpuratus, 1062 


T-cell activation, 1034, 1041 
Mitosis 

DNA topoisomerase II, 159 

S. cerevisiae, 159 

heterozygosity, 1284 

mouse, 1284 

RNA polymerase I, 3464 

S. cerevisiae, 3464 
Moloney leukemia virus 

long terminal repeat, 4670 
mouse, 4670 


Moloney murine leukemia virus 
long terminal repeat 
human myeloid cells, 3571 
reverse transcriptase fidelity, 469 
Monkey 
INT-2, 4896 
ouabain sensitivity, 3744 
Monoclonal antibody Y 13-259 
H-ras mutants, 1779 
Monocyte procoagulant response to endo- 
toxin 
human, 2752 
tissue factor gene expression, 2752 
Monocyte-derived neutrophil-activating 


pe} 
HL60 promyelocytes, 1946 
mRNA, 1946 
v-mos 
mouse, 4087 
mutant protein kinases, 4087 
Mouse 
3’ end formation, 3499 
3’ end processing of histone pre- 
mRNAs, 3105 
90-kDa heat shock protein gene expres- 
sion 
estrogenic regulation, 3567 
Abelson murine leukemia virus, 278 
y-actin, 1875 
adenovirus E1A-mediated negative con- 
trol of genes activated during differ- 
entiation, 3109 
adipocyte differentiation, 5331 
alpha | type I collagen gene, 2224 
aB-crystallin gene, 1083 
n, 477 
AP-I-binding site, 5331 
autocrine induction 
major histocompatibiiity complex class 
I antigen expression, 1969 
autocrine stimulation in interleukin-3- 
producing cells, 204 
avian Ca?*-ATPase, 1978 
5-aza-2'-deoxycytidine, 885 
B-cell-specific enhancer, 303 
bcr-v-abl oncogene, 2798 
B-globin gene 
human, 1426 
Progenitor population, 


B-lymphocyte-specific enhancer-binding 
protein, 312 

bone marrow-derived B-cell progenitor 
population, 2665 

bovine papillomavirus type 1 genome, 


925 
carbonic anhydrase I gene, 3308 
cardiac muscle expression, 3393 
C/EBP, 5331 
cell cycle, 1714 
cell-type-specific silencer, 4032 
central nervous system development, 
2284 


chicken a-actin promoter, 3785 
choline kinase activity, 325 
class II AB gene 

intronic 10-base-pair deletion, 4402 
class II gene expression, 3184 
collagen gene, 2224 
cyclic AMP, 959, 3438 
CYPIAI expression 

dioxin, 2378 
DI5Kz1, 935 
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daunomycin-induced leukopenia, 4357 
dhfr 


bidirectional promoters, 3058 
dihydrofolate reductase gene 
promoter upstream of, 4568 
dioxin 
CYPIAI expression, 2378 
DNA methylation, 885 
dsRNA, 1705 
Egr-1 expression in surface immunoglob- 
ulin signaling, 2083 
Ep-myc transgenic pre-B-cell conver- 
sion, 67 
epidermal growth factor, 1536, 3411 
epithelial hyperplasia, 6 
erythroid cell-specific nuclear factor 
a- and B-giobin genes, 2606 
erythroleukemia cells, 1714 
a-fetoprotein gene promoter transcrip- 
tion, 4204 
fibroblast growth factor, 3576 
fibroblast transformation 
2724 
fish gene homologous to Mx, 3117 
c-fms 
macrophage colony-stimulating factor- 
dependent growth and differentia- 
tion, 5081 
v-fms, 3973 
c-fos promoter 
cyclic AMP responsiveness, 4272 
c-fos proto-oncogene expression in the 
nervous system, 2269 
v-fps protein-tyrosine kinase, 5491 
G protein a, subunit, 5434 
gene induction after Ha-ras expression, 
5207 
a-globin and B-globin genes, 2606 
B-globin enhancers, 4581 
B-globin gene, 3524 
glucocorticoids, 3438, 3679 
B-glucuronidase gene complex, 4074 
glycerol-3-phosphate dehydrogenase 
gene 3.5 kb upstream of, 935 
granulocyte-macrophage colony-stimu- 
lating factor, 3580, 4109, 4731 
growth factor B, 1255 
growth factor gene, 2414 
GRP78, 2233 
HI histone mRNA, 2332 
heat shock element-binding activity, 
3888 


heat-resistant mouse cell lines, 3509 
heparin-binding growth factor, 1857 
heterozygosity loss, 1284 
histone mRNA levels, 3499 
histone pre-mRNAs, 3105 
HNF-1, 4204 
Hox!1.3 homeobox genes 

conservation, 2273 
HSP70, 3509 
HSP70 family heat shock protein, 3509 
human £-globin gene, 1426 
human c-Ha-ras-1 oncogene, 6 
human colony-stimulating factor 1, 4069 
human epidermal growth factor, 2771 
human tissue factor, 2567 
IFN-4 

phorbol myristate acetate, 5231 
immunoglobulin heavy-chain switch, 

1850 

immunoglobulin » heavy-chain constani 
regions, 5500 


plant, 1351 
MFal 
S. cerevisiae, 4507 
Minicircles 
| 
Mitogen 
human, 1034, 1041 
mRNA, 3203 
quail, 3203 
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initiation factor gene expression, 3679 
insulin, 3411 

insulinlike growth factor, 3411 
int-1 expression, 1357 

int-1 protein, 3377 
B-interferon, 3553 

interferons, 1060 

interleukin 1, 959 

interleukin 2 receptor, 4731 
interleukin 3 dependence, 5685 
interleukin 3 gene, 798 
interleukin 6, 4109 

introns, 2075 


« immunoglobulin light-chain expression, 


959 
kappa transcription, 5231 
kappa-chain immunoglobulin enhancer 
octamer-binding site, 4239 
keratins 18 and 8, 1553 
Krox-20, 787 
lambda genes 
linkage by pulsed-field gel electropho- 
resis, 711 
leukemogenesis, 2414 
lipopolysaccharide, 3184 
LSP1, 3043 
Ly-6E antigen, 3369 
lymphocyte transformation 
oncogene cooperation, 67 
lymphoid tumors, 5491 
lymphomas, 2798 
major histocompatibility complex class I 
genes 
down regulation, 3136 
mck, 5022 
mck 5' enhancer, 594 
4357, 5289 
mdr genes expressed in normal mouse 
tissues, 1346 
mesenchymal tumors, 5491 
metallothionein gene metal response ele- 
ment, 1376 
metallothionein gene transcription induc- 
tion, 5315 
methotrexate resistance, 100 
mitotic recombination, 1284 
Moloney leukemia virus 
long terminal repeat, 4670 
mouse mammary tumor virus ras fusion 
gene, 854 
Mup mRNAs in liver, 2202 
muscle creatine kinase, 3393 
muscle-specific enhancer of the muscle 
creatine kinase gene 


myocyte nuclear factor, 2627 
Mx, 3117 
c-myb protein, second, 5456 
c-myc, 2332 

transcriptional block, 5340 
L-myc 

ia differentiation, 2734 

N-myc 


activation by retrovirus DNAs, 4515 
c-myc and the cell cycle, 1714 
c-myc transcription, 5685 
myelin basic protein promoter 
transcription, 3122 
myeloid leukemia, 2414 
myocyte-specific enhancer-binding fac- 
tor, 5022 


MyoDI1 
human rhabdomyosarcoma, 4722 
MyoD!1 transcription, 3576 
negative transcriptional regulatory ele- 
ment, 4032 
nervous system, 2269 
NF-«B activation, 2424 
NF-«B binding, 844 
2',5'-oligoadenylate synthetase regula- 
tion, 1060 
ornithine decarboxylase 
polyamine regulation, 5484 
p37”°*, 4087 
p53 oncogene, 3982 
p53 transformation-related protein, 3385 
p59", 2724 
pancreas-specific genes, 2464 
phorbol myristate acetate, 5231 
hosphatidylinositol-glycan-linked mem- 
brane protein, 3369 
phosphocholine concentration, 325 
phospholipase C-y, 2934 
phosphomyristin regulation, 3727 
plasminogen activators, 2133 
platelet-derived growth factor, 1060, 
1705, 2934 
platelet-derived growth factor receptor 
transcript, 4563 
platelet-derived growth factor-indepen- 
dent fibroblast growth, 278 
polyomavirus DNA replication 
silencer, 4026 
pp60°*"", 1536 
phosphorylation of mutations, 2453 
pre-B-cell transformation, 3973 
primase p49 mRNA expression, 1940 
a-promoter, 3785 
promoter upstream of dihydrofolate re- 
ductase gene, 4568 
prostatic steroid-binding protein, 2254 
protein homologous to human tissue fac- 
tor, 2567 
protein kinase C, 2424, 3727 
protein kinase C genes, 2284 
protein kinase pathways, 1790 
protein kinase type A, 2424 
ras, 594 
Ha-ras expression 
gene induction, 5207 
v-H-ras-dependent mastocytoma model, 
1183 
c-ras-Ha, 3411 
rat B-casein-c 
acetyltransferase fusion gene 
expression, 560 
rat prostatic steroid-binding protein, 
2254 


rDNA spacer promoters, 1513 

c-rel transcriptional induction 
phorbol-12-myristate-13-acetate, 5239 
serum, 5239 

Rep-1, 3058 

retinoic acid, 5623 

retroviral infection, mock 
bone marrow stem cells, 4541 

retroviral insertional mutagenesis, 177 

retrovirus vectors, 100 

revertant R1 of human ras-transformed 

NIH 3T3 cells, 2258 

REX-1, 5623 

ribosomal protein gene expression, 3679 

ribosomal protein L7a, 224 

RP2 transcription, 477 
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rpL32, 2067, 2075 
rRNA, 1667 
rRNA gene promoter 
species-specific transcription, 349 
rsk, 3850 
sheep metallothionein la-sheep growth 
hormone fusion gene, 5473 
skeletal muscle expression, 3393 
Srev lines, 177 
Surf-3, 224 
T lymphocytes 
cyclic AMP-induced genes, 3438 
glucocerticoid-induced genes, 3438 
tax gene, 4731 
T-cell receptor VB promoter 
transcription activator, 4835 
testicular smooth-muscle y-actin, 1875 
tetradecanoyl phorbol acetate, 1790, 
3580 
thymidylate synthase promoter, 4079 
TIS genes, 1790 
TIS genes, subset of, 3580 
tissue plasminogen activator gene 
cyclic AMP, 1691 
retinoic acid, 1691 
transcription, 1691 
transferrin gene promoter, 5154 
transforming growth factor B, 3576 
transforming growth factor 61, 62, and 
63 mRNA expression, 5508 
Tse-1, 1813 
tumor progression 
cell-heritable stages, 925 
tumor promotor-inducible genes, 1790 
tyrosine kinase oncogenes, 5685 
tyrosine phosphorylation, 1857 
tyrosine phosphorylation in /pr/lpr mice, 
4914 
tyrosine phosphorylation of phospho- 
lipase C-y, 2934 
tyrosine protein phosphorylation, 4441 
unequal sister chromatid exchange site 
sequence, 1324 
VB promoter, 4835 
v-Ha-ras, 854 
zif268 
serum response elements upstream, 
4889 


Mouse mammary tumor virus 


hormone regulatory element, 3999 
steroid induction, 3999 


poly(A) polymerases, 4229 
biogenesis 

heat shock, 2500 
COS-1 cells, 946 
cytoplasmic heat shock granules, 1298 
eucaryotic initiation factor 2, 946 
growth hormone 

bovine, 1604 
HeLa cells, 4229 
HMG-I and HMG-Y 

alternative processing, 2114 

human, 2114 
human, 659, 1435 
human polymerase I transcription, 2500 
Ick 

human, 2983 
mitogens, 3203 
monocyte-derived neutrophil-activating 

peptide 
HL60 promyelocytes, 1946 


human homolog, 4687 
7 jun, 1255 
3’ end formation 
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Mup 

mouse, 2202 
Bs 

production, 726 

poly(A) polymerase, 1435 
quail, 3203 
stability 

poly(A), 659 
transcription 

RNA polymerase II subunit RPB3, 

5387 


S. cerevisiae, 5387 
translation inhibition by secondary struc- 
ture, 5134 
translational efficiency, 946 
mRNA cap-binding protein 
D. melanogaster embryos, 2181 
mtp70 
T. cruzi, 5163 


immunoglobulin heavy-chain enhancer, 
776 


oligomeric binding proteins, 776 
Multidrug resistance 
5289 
mouse, 5289 
Bm and p, MRNA 
regulated production, 726 
Mup mRNA 
mouse liver, 2202 
Murine leukemia virus 
5’ end of long terminal repeats 
negative control region, 739 
Muscle creatine kinase 
mouse, 3393 
muscle-specific enhancer 
myocyte nuclear factor, 2627 
skeletal and cardiac muscle expression, 
3393 
Muscle creatine kinase gene 
rat, 2396 
Muscle-specific transcription 
cardiac myosin light-chain 2-A gene, 
2513 
chicken, 2513 
Mx 
fish, 3117 
mouse, 3117 
Mx proteins 
human, 5062 
c-myb 
cell-type-specific heterogeneity of tran- 
scripts, 3771 
chicken, 837, 3771 
transcription start sites, 837 
upstrear exons, 837 
c-myb protein, second 
mouse, 5456 
myc 
endemic Burkitt's lymphoma disease, 74 
human, 1148 
PVT, 1148 
c-myc 
Burkitt's lymphoma cell lines, 586 
cell cycle, 1714 
down regulation in tumors, 3482 
H1 histone mRNA, 2332 
HeLa cells, 586 
human, 4962, 5123 
mouse, 1714, 2332, 5340, 5685 
posttranscriptional gene regulation, 124 


protein 
translocation, 5395 
X. laevis, 5395 
rat, 124 
replication polarity, 586 
serum-inducible expression, 4962 
transcription factor, 5123 
transcriptional block, 5340 
tyrosine kinase oncogenes, 5685 
L-myc 
erythroleukemia differentiation, 2734 
mouse, 2734 
c-myc mRNA stability, 1996 
N-myc 
amplified, 4903 
human, 4903 
mouse, 4515 
polypeptides 
amino termini, 1545 
human, 1545 
retrovirus DNA 
activation by, 4515 
c-myc protein 
DNA-binding domain, 2477 
E. coli, 2477 
human, 2477 
c-myc RNA 
degradation, 288 
Myc-associated protein 
detection by chemical cross-linking, 865 
Myelin basic protein promoter 
mouse, 3122 
transcription, 3122 
Myeloid leukemia 
growth factor gene, 2414 
mouse, 2414 
Myocyte nuclear factor 
mouse, 2627 
muscle-specific enhancer 
muscle creatine kinase gene, 2627 
Myocyte-specific enhancer-binding protein, 
5022 


MyoD1 
fibroblast growth factor, 3576 
mouse, 3576 
transforming growth factor B, 3576 
Myogenesis 
mouse, 430 
proliferin, 430 
Myosin 
cDNAs encoding light chain, 3073 
D. discoideum, 3073 
Myosin heavy-chain gene 
alternative splicing, 2957 
D. melanogaster, 2957 
Myosin heavy-chain promoter 
rat, 1839 
transcription factor, 1839 


Na,K-ATPase 
graded expression, 116 
human, 116 
Na*,K*-ATPase a subunit 
signal sequences for membrane inser- 
tion, 5742 
Negative regulatory element 
Alu sequence, 355 
Negative transcriptional regulatory element 
mouse embryonal carcinoma cells, 4032 
Nerve growth factor 
gene expression, 135 
rat, 135 


Neurospora crassa 
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al-3 gene, 1271 
ars-1* , 3630 
coxS, 566 
cys-3, 1120 
cytochrome oxidase subunit V gene, 566 
group I intron splicing, 2089 
leucyl-tRNA synthetases, 4645 
light-induced gene expression, 1271 
mitochondria, 2089 
oxidase, alternative, 1362 
mitochondrial DNA 
transcription, 3603 
mitochondrial leucyl-tRNA synthetase, 
4631 
natural-death nuclear mutants, 4259 
nitrate assimilation gene, 4113 
RIP, 4416 
transcription, 3603 
tyrosyl-tRNA synthetase, 2089 
Neurospora spp. 
mitochondrial plasmids, mutant, 678 
NF-« 
mouse, 844 
NF-«B 
cow 
T. parva infection, 4677 
NF-«B activation 
human, 2424 
mouse, 2424 
protein kinase C, 2424 
protein kinase type A, 2424 
NGFI-B gene 
rat, 4213 
Nicotiana tabacum 
ipt gene, 4298 
Nitrate assimilation gene 
N. crassa, 4113 
Nitrogen catabolite repression 
allantoin system genes, 5440 
S. cerevisiae, 5440 
Non-AUG codons 
context effects and inefficient initiation, 
5073 
Nondisjunction 
DNA topoisomerase II, 159 
S. cerevisiae, 159 
Nuclear antigen | 
DNA-binding domain, 2738 
Epstein-Barr virus, 2738 
Nuciear factor EF-C binding 
hepatitis B virus enhancer region, 2787 
human, 2787 
Nuclear protein 
rat myogenic cells, 2828 
Nuclear protein localization 
S. cerevisiae, 384 
Nuclear targeting signal 
platelet-derived growth factor A chain, 
2251 
Nuclear transport signal-binding proteins 
adenovirus E1A protein, 3028 
S. cerevisiae MATa? protein, 3028 
simian virus 40 large-T antigen, 3028 
Xenopus oocyte nucleoplasmin, 3028 


OBFI1 
S. cerevisiae, 2906, 2914 
Octamer transcription factors | and 2 
human, 747 
— in heavy-chain promoter, 
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2',S'-Oligoadenylate synthetase 
human, 3897 


2',5'-Oligoadenylate synthetase regulation 


interferons, 1060 
mouse, 1060 
platelet-derived growth factor, 1060 
Oncogene transformation 
rat, 5669 
Oncostatin M 
cloning, 2847 
Ontogenic control 
embryonic enhancer, 2315 
sea urchin late H1 gene, 2315 
Opioid gene 
rat testis, 4381 
ori auxiliary sequences 
SV40, 3593 
Ornithine decarboxylase 
mouse, 5484 
polyamine regulation, 5484 
Osteocalcin transcription unit 
S. cerevisiae, 3517 
otu 
D. melanogaster, 5733 
Ouabain sensitivity 
human, 3744 
monkey, 3744 
rat, 3744 
Ovarian tumor protein 
D. melanogaster, 5733 
Oxidase, alternative 
N. crassa mitochondria, 1362 


Pl 
human, 2279 
p21 H-ras 
insulin/IGF-1 signal transduction path- 
way, 4312 
rat, 4312 
p21 mutants 
monoclonal antibody Y 13-259, 1779 
rat, 4807 
p36, p35 
expression 
glucocorticoids, 232 
synthesis 
U-937 differentiation, 232 
p37”5 
autophosphorylation, 4087 
mouse, 4087 
p53 gene promoter 
human, 2163 
p53 transformation-related protein 
mouse, 3385 
p53 transgenic mice, 3982 
mouse fibroblast transformation, 2724 
repressed and derepressed forms 
structural differences, 2648 
myristylation signal, 2214 
P1308 
N-terminal fps-specific region, 2214 


phosphatidylinositol kinase activity, 1651 


N-terminal fps-specific region, 2214 
p60’*”* myristylation signal, 2214 
p1854£*? monoclonal antibody 
antiproliferative effects, 1165 
human, 1165 


tumor necrosis factor, 1165 
Pancreas-specific genes 

coordinate expression, 2464 

mouse, 2464 

rat, 2464 
Paramecium tetraurelia 

surface antigen expression mutant, 4398 
PEA|I transcription factor motif 

raf oncogenes, 2247 
Pea chloroplast 16S rRNA gene promoter, 

5650 

Peptide 

human, 2487 

translocation to the nucleus, 2487 
Peptide IX gene 

adenovirus 2, 4265 

transcription initiation 

novel regulation, 4265 

Peroxisomes 

H. polymorpha, 988 

methanol oxidase, 988 
Peroxisome-targeting signal 

rat liver acyl-coenzyme A oxidase, 83 
PET494 

S. cerevisiae, 484 
PF4varl 

human, 1445 


PGK 
RAPI1, 5516 
S. cerevisiae, 5516 
P-glycoprotein multigene family, 1224 
Phanerochaete chrysosporium 
lignin peroxidase genes, 2743 
Pheromone response pathway 
postreceptor signaling, 3720 
receptor mutation suppressor, 2682 
S. cerevisiae, 2682, 3720 
srml-1, 2682 
Philadelphia chromosome 
BCR-ABL oncogene forms, 1866 
PHO2 and PHO4 proteins 
PHOS upstream activation regions, 2050 
S. cerevisiae, 2050 
PHOS upstream activation regions 
PHO2 and PHO4 proteins, 2050 
S. cerevisiae, 2050 
Phorbol-12-myristate-13-acetate 
mouse, 5239 
c-rel transcriptional induction, 5239 
Phorbol ester 
human serum amyloid A gene, 1908 
Phorbol myristate acetate 
IFN-4, 5231 
Phosphatidylinositol kinase 
1651 
Phosphatidylincsitol-glycan-linked mem- 
brane protein 
Ly-6E antigen, 3369 
mouse, 3369 
Phosphocholine 
choline kinase activity, 325 
mouse, 325 
Phosphoenolpyruvate carboxykinase 
chromatin structure of gene, 1289 
rat, 1289 
Phosphoenolpyruvate carboxykinase (GTP) 
gene 
rat, 5244 
trans activation, 5244 
X. laevis, 5244 


Phospholipase C-y 


mouse, 2934 
platelet-derived growth factor, 2934 


SUBJECT INDEX xxii 


tyrosine phosphorylation, 2934 
Phospholipids 
R-ras, rho, and their GTPase-activating 
proteins, 5260 
Phosphomyristin regulation 
mouse, 3727 
8-N-(Phosphonacetyl)-L-ornithine 
arginine restriction, 4882 
HIS3, TRP5, CPAl, CPA2 expression, 
4882 
S. cerevisiae, 4882 
Phosphotyrosine-containing proteins 
chicken, 629 
Photolyase-excision repair protein interac- 
tions 
E. coli, 4767 
S. cerevisiae, 4767 
Photolyases 
E. coli, 4777 
S. cerevisiae, 4777 
Phytochrome-regulated gene expression 
calmodulin, 4819 
soybean, 4819 
Pichia pastoris 
AOX1, AOX2, 1316 
Plasmid recombination 
immortally transformed cells, 4009 
Plasmids 
K. lactis, 3931 
telomeres, 3931 
Plasminogen activators 
human, 2133 
mouse, 2133 


Pi, hah Ai 


chromosome 7, 5182 
pyrimethamine, 5182 
Plasmodium falciparum 
integral membrane protein, 3151 
RESA gene expression, 3584 
Plasmodium gallinaceum 
conserved extrachromosomal element, 
3621 
cytochrome b sequence identification, 
3614 
Platelet factor 4 variant 
human, 1445 
Platelet-derived growth factor 
A-chain transcript 
alternative splicing, 3148 
CHO cells, 4473 
exon of A chain encodes a nuclear tar- 
geting signal, 2251 
human, 3538 
mitogenic activity 
epitope for a monoclonal antibody that 
neutralizes, 3538 
mouse, 1060, 1705, 2934 
2’ ,5’-oligoadenylate synthetase, 1060 
phospholipase C-y, 2934 
receptor mutations, 4473 
signal transduction, 1705 
tyrosine phosphorylation of phospholi- 
pase C-y, 2934 
Platelet-derived growth factor 2 
human, 396 
regulatory elements in the promoter re- 
gion, 396 
Platelet-derived growth factor receptor 
transcript 
mouse, 4563 
PMS genes 
DNA mismatch repair, 4432 
S. cerevisiae, 4432 
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Poly(A) 

human, 659 

mRNA stability, 659 
Poly(A) polymerase 

HeLa cells, 193 

human, 1435 

mRNA processing, 1435 

pre-mRNA 3’ end formation, 193 
Poly(A) polymerases 

human, 4229 

mRNA 3’ end formation, 4229 
Poly(A) site selector element 

adenovirus major late transcription unit, 

4951 

Polyamines 

mouse, 5484 

ornithine decarboxylase, 5484 
Poly(A)-binding protein 

X. laevis, 2756 
Polymerase II transcription 

GAL4 derivatives, 4746 

herpesvirus VP16, 4746 

S. cerevisiae, 4746 
Polymerase I 

human, 2500 
B-Polymerase 

CHO cells, 851 
Polyomavirus 

DNA replication 

silencer, 4026 
DNA synthesis 


Polyomavirus BK 
HeLa cell nuclear factors, 3821 
Polyubiquitin 
C. elegans 
UbiA, 268 
Porin 
S. cerevisiae mutant, 1100 
Postreceptor signaling 
pheromone response pathway, 3720 
S. cerevisiae, 3720 
carboxy terminus mutants, 3647 
chicken, 1109 
deletions in the amino-terminal half, 
1109 
epidermal growth factor response, 1536 
mouse, 1536, 2453 
phosphorylation of mutations 
protein kinases C and A, 2453 


association with cellular proteins, 3951 


v-sre 


chicken, 1371 


3’ end formation, 193 
cleavage, 1759 

factor interactions, 2007 
HeLa cells, 193 

human, 1759 
polyadenylation, 1759 


splicing factors, 5273 
Prepro-a-factor 

S. cerevisiae, 4977 

signal sequence mutations, 4977 
Pre-rRNA 

heat-shocked HeLa cells, 2500 

human, 4422 

polymerase I transcription, 2500 
PRI2 


DNA primase, large subunit, 3081 
S. cerevisiae, 3081 
Primase p49 mRNA expression 
mouse, 1940 
Procyclic acidic repetitive proteins 
T. brucei, 1332 
tandem repeats, 1332 
Proenkephalin gene 
AP-2 element, 321 
enhancer, 321 
human, 321 
Progesterone receptors 
estrogen receptor, 5324 
glucocorticoid receptor, 5324 
Prolactin gene promoter 
cis-acting element, 817 
rat, 817 
Prolifein 
mouse, 430 
myogenic differentiation, 430 
Proliferating cell nuclear antigen (cyclin) 
DNA replication, 57 
human, 57 
X. laevis, 57 
Pro-opiomelanocortin gene transcription 
glucocorticoid repression, 5305 
rat, 5305 
Prosomes 
D. melanogaster cells, 2672 
Prostatic steroid-binding protein 
mouse, 2254 
rat, 2254 
Protein 
nuclear localization 
S. cerevisiae, 384 
Protein kinase 
mouse, 2453 
phosphorylation, 2453 
Protein kinase C 
cDNA without the regulatory domain, 
831 
colony-stimulating factor 1 receptor 
down modulation, 2890 
human, 2424, 2890 
mouse, 2424, 3727 
NF-«B activation, 2424 
overproduction, 2641 
H-ras oncogene, 2641 
rat, 2641 
X. laevis, 831 
Protein kinase C genes 
central nervous system development, 
2284 


human, 2284 
mouse, 2284 
Protein kinase DAI 
human, 1576 
interferon induced, 1576 
Protein kinase type A 
human, 2424 
mouse, 2424 
NF-«B activation, 2424 
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Protein-tyrosine kinase 
FER, 5722 
human, 5722 
rat, 5722 
Proto-oncogene 
avian leukosis virus lymphomas, 2657 
PRP4 
gene product, 3698 
S. cerevisiae, 3698, 3710 
U4/U6 snRNP, 3710 
Psoralen-damaged plasmids 
human chromosome, 2897 
integration, 2897 
Purkinje cells 
yes expression, 4545 
PUT3 
S. cerevisiae, 4696, 4706 


S. cerevisiae, 442 

upstream activating sequence, 442 

upstream repressible sequence, 442 
Pyrimethamine 

P. chabaudi chromosome 7, 5182 


Quail myocytes 
mitogens, 3203 
muscle mRNA, 3203 
Quiescence-specific gene expression 
chicken, 137i 
epidermal growth factor, 1371 
insulin, 1371 
1371 


R region 
L. major, 3959 
Rabbit 
antibody blockade of c-Ha-ras p21 inter- 
actions, 3904 
type I (epidermal) transglutaminase 
mRNA, 4846 
RADI 
antisense overlapping transcription, 1794 
S. cerevisiae, 1794 
RAD9 
cell cycle arrest, 1882 
S. cerevisiae, 1882 
RADS2, RADS4 
S. cerevisiae, 3101 


S. cerevisiae, 3314 


raf 

PEAI transcription factor motif, 2247 
raf amino-terminal deletions 

human, 639 


S. cerevisiae PGK gene, 5516 
RAP! protein 

RNR2, 5359 

S. cerevisiae, 5359 
RAS 

activation, 390 

dominant interfering, 390 

mammalian mutants, 390 


PVT 
human, 1148 
MYC, 1148 
PYK 
rat, 648 
rat, 648, 995 
recombination in genome integration, 
995 
: 
pp6o™ 
quiescence-specific gene expression, ral2 
1371 
ras protein, 5617 
v-fms, 3973 RAPI 
mouse, 3973 
I 
simian virus 40, 2007 
splicing mck 5' enhancer, 594 
human, 5273 mouse, 594 
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rat PC12 cell differentiation 
fos, 3174 
jun, 3174 
S. cerevisiae mutants, 390 
c-Ha-ras-1 


cell size modulation, 2715 
S. cerevisiae, 2715 
c-Ha-ras 
bidirectional promoter, 3758 
H-ras 
mutants lacking epitope for monoclonal 
antibody Y 13-259, 1779 
p21 mutants, 1779 
protein kinase C overproduction, 2641 
rat, 2641 
transformation, 2641 
Ha-ras 
mouse, 5207 
N-ras mutations 
human cutaneous melanoma cells, 3114 
c-Ha-ras p2i 
antibody blockade, 3904 
ras protein 
S. pombe ral2 gene, 5617 
R-ras proteins 
GTPase-activating proteins, 5260 
phospholipids, 5260 
rho proteins, 5260 
v-H-ras 
mouse lymphocyte transformation, 67 
v-Ha-ras 
transgenic mice, 854 
RAS-cyclic AMP pathway 
CTTI, 1309 
S. cerevisiae, 1309 
v-H-ras-dependent mastocytoma model 
mouse, 1183 
c-ras-Ha 
expression regulated by growth factors, 
3411 


growth factors, 3411 
insulin, 3411 
mouse, 3411 
Rat 
acyl-coenzyme A oxidase 
peroxisome-targeting signal, 83 
aging, 5610 
albumin promoter, 4750, 4759 
aldolase B gene 
transcription factors, 4923 
AMP deaminase 
stage-specific transcripts, 2244 
BCR-ABL, 1263 
B-cell-specific transcription, 823 
carbamyl phosphate synthetase I pro- 
moter 
cis element, 2928 
B-casein-chloramphenicol acetyltrans- 
ferase fusion gene expression in 
mice, 560 
central nervous system development, 
2806 


c-erbAa, 1128 
FER, 5722 
fos, 3174 
gene expression, 135 

glucocorticoid receptor, 5305 
glucose-regulated protein genes, 2153 
insulin II 5’-flanking region, 1784 
insulin II gene 


sion, 3253 
insulin and insulinlike growth factor 1 
receptors, 2806 
insulin gene enhancer, 823 


insulin/IGF-1 signal transduction pathway 


p21 H-ras, 4312 
jun, 3174 
liver-specific pyruvate kinase gene pro- 
moter 
transcription, 4409 
mouse Tse-/, 1813 
muscle creatine kinase gene 
ckm enhancer, 2396 
c-myc, 124 
myosin heavy-chain promoter 
transcription factor, 1839 
nerve growth factor, 135 
NGFI-B gene, 4213 
nuclear protein in myogenic cells, 2828 


oncogene-transformed fibroblast mutant, 
5669 


opioid peptide gene expression, 4381 
ouabain sensitivity, 3744 

| 4807 

pancreas-specific genes, 2464 
phosphoenolpyruvate carboxykinase 


gene 

chromatin, 1289 
phosphoenolpyruvate carboxykinase 

(GTP) gene expression 

trans activation, 5244 

X. laevis, 5244 
polyomavirus, 648 
polyomavirus genome integration 

recombination, 995 
posttranscriptional gene regulation, 124 
programmed cell death, 3473 
prolactin gene promoter 

cis-acting element, 817 


pro-opiomelanocortin gene transcription, 


5305 
prostatic steroid-binding protein 
mouse, 2254 
protein kinase C overproduction, 2641 
protein-tyrosine kinase, 5722 
H-ras, 2641 
ras-induced neuronal differentiation of 
PC12 cells 
fos, 3174 
jun, 3174 
SV40 large-T-antigen gene 
temperature sensitive, 1672 
TH2B gene 
S-phase-specific transcription regula- 
tory elements, 1005 
thyroid/steroid hormone receptor family, 
1128 
T-kininogen gene, 5610 
transformation by activated H-ras onco- 
gene, 2641 
TRPM-2 induction, 3473 
TSE]!-repressed genes, 2837 
RBI mutations, 4596 
rDNA transcription 
mouse, 349 


c-rel 


mouse, 5239 

transcriptional induction 
phorbol-12-myristate-!3-acetate, 5239 
serum, 5239 


rel proteins 


transactivation of gene expression, 4323 


pancreatic B-cell-type-specific expres- 
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Rep-! 

mouse, 3058 
Replication fork movement 

CHO cells, 523 

mapping by in-gel renaiuration, 523 
RESA gene 

P. falciparum, 3584 

subtelomeric deletion, 3584 
Reticuloendotheliosis virus 

avian lymphoid cells, 4970 
Retinoblastoma gene 

deletion in breast cancer cell line, 1628 

human, 1628 
Retinoblastoma susceptibility locus 

human, 1 

translocations, 1 
Retinoic acid 

human, 4337 

mdr\ modulation, 4337 

mouse, 1691, 5623 

REX-1, 5623 

tissue plasminogen activator gene, 1691 
Retroposons 

chicken, 3563 

CRI, 3563 


S. cerevisiae, 4096 
Retrovirus 
gene targeting with vectors, 1621 
insertional mutagenesis, 177 
interleukin 3 gene in mouse, 798 
mock infection 
mouse bone marrow stem cells, 4541 
mouse, 177 
vectors 
methotrexate resistance, 100 
mouse, 100 
Reverse transcriptase 
avian myeloblastosis virus, 469 
Moloney murine leukemia virus, 469 
REX-1 


SV40 DNA replication, 609 
Rho proteins 
GTPase-activating proteins, 5260 
phospholipids, 5260 
R-ras proteins, 5260 
Rhodosporidium toruloides 
rhodotorucine A 
genes coding for precursors, 3491 
Rhodotorucine A precursors 
R. toruloides, 3491 
rhoH12 
gene product, 2058 
human, 2058 
Ribosomal DNA 
S. cerevisiae, 551 
T. thermophila, 452, 1092 
Ribosomal DNA 5’ enhancer 
X. laevis, 5093 
Ribosomal gene terminator 
X. laevis, 3777 
Ribosomal protein gene expression 
mouse lymphosarcoma cells treated with 
glucocorticoids, 3679 
Ribosomal protein L7a 
mouse, 224 
Surf-3 , 224 


Xxiv 


human, 6 
mouse embryos, 6 
RAS2 
Retrotransposons 
aberrant 
mouse, 5623 
retinoic acid, 5623 
RF-C 
{ 
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ribosomal RNA 
CHO cells, 1667 
mouse, 1667 
ribosomal RNA cistrens 
S. cerevisiae, 1243 
spacer region activity, 1243 
ribosomal RNA gene promoter 
mouse, 349 
transcription, 349 
ribosomal RNA transcription 
enhancer function, 4986 
S. cerevisiae, 4986 
Ribosome 
glutamic acid 177 of ricin toxin A chain, 


inactivation, 5012 
Ribozyme inhibition of U7, 4479 
Ricin toxin A chain 
glutamic acid 177, 5012 
ribosome inactivation, 5012 
S. cerevisiae mutants, 415 
RIP, 4416 
RNA 
double stranded 
mouse, 1705 
signal transduction, 1705 
mitochondrial 
S. purpuratus, 1069 
small cytoplasmic 
S. cerevisiae, 3260 
spliced leader 
A. lumbricoides var. suum, 3543 
S. purpuratus, 1069 
RNAI 
S. cerevisiae, 2989 
RNA polymerase I 
transcription 
S. cerevisiae mitotic recombination, 


3464 
RNA polymerase I promoter 
rDNA spacers 
CHO cells, 1513 
mouse, 1513 
RNA polymerase II 
C-terminal domain of the largest subunit, 
5750 
mRNA transcription, 5387 
S. cerevisiae, 2854, 5387 
S. cerevisiae KEX2, 2341 
subunit RPB3, 5387 
subunit RPB4, 2854 
transcription termination 
adenovirus major late promoter, 5254 
RNA polymerase II transcription factor 
D. melanogaster, 1465 
RNase P RNA 
S. cerevisiae, 2536 
RNR2 
DNA damage-responsive element, 5373 
RAP! protein, 5359 
S. cerevisiae, 4932, 5359, 5373 
Rous sarcoma virus 
internal enhancer binding factor, 1929 
RP2 transcription 
androgen control, 477 
mouse, 477 
RPB4 
S. cerevisiae, 2854 
rpL32 
expression, 2067, 2075 
introns, 2075 
mouse, 2067, 2075 
sequences, 2067 


rsk 
chicken, 3850 
mouse, 3850 
X. laevis ribosomal S6 kinase, 3850 


Saccharomyces cerevisiae 
35-base-pair mitochondrial genome, 1917 
al-a2, 4523 
ACEI protein, 421 
ACT, 2208 
S-adenosylmethionine, 3292 
adenovirus major late transcription fac- 
tor-related factor, 820 
ADH2 transcription, 34 
ADRI functional domains, 2360 
AGal , 3155 
a-agglutinin, 3155 
allantoate permease gene, 602 
allantoin system genes, 5440 
allantoin system induction, 3869 
a2 repressor, 5228 
a-factor production, 4507 
arginine restriction, 4882 
ARO3 expression, 144 
ARS1, 809 
autonomously replicating sequence 
plasmid maintenance, 809 
CBP! transcripts, 4161 
CBP? protein, 5424 
CDC25, 2715 
Cdc2Hs protein kinase, 4064 
Cdc28 protein kinase complex, 2034 
cell cycle arrest, 1882 
cell growth, 3260 
cell size modulation, 2715 
cell-cycle-sparking sterol, 3447 
CEN DNA-binding protein, 5585 
CEN6 DNA fragment, 3342 
centromere fragment, 3342 
centromere-binding protein, 2544 
chromatin structure, 1721 
chromosome III replication, 4488 
chromosome breakage, 159 
cistrons 
spacer region activity, 1243 
CKS1, 2034 
conditional dicentric chromosome, 1368 
core glycosylation, 1191 
COXS 
heme, 1958 
oxygen, 1958 
COXS5Sb 
intron, 2765 
COX6 transcription, 5350 
CPAI expression, 4882 
CPA2 expression, 4882 
CTT! 
RAS-cAMP pathway, 1309 
CUP2 gene product, 4091 
DALS, 602 
DAL7 promoter, 3231 
8-N-(phosphonacetyl)-L-ornithine sig- 
nals, 4882 
dicentric chromosome, 1368 
differential repression of GAL4, 4282 
N?,N?-dimethylguanosine-specific tRNA 
methyltransferases, 1611 
DNA damage induction of ribonucle- 
otide reductase, 4932 
DNA damage-sensing regulatory ele- 
ments, 5373 
DNA interactions on tRNA genes, 2551 
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DNA mismatch repair, 4432 

DNA polymerase I, 365, 4447 

DNA polymerase I-DNA primase com- 
plex, 4447 

DNA primase, large subunit, 3081 

DNA repair and recombination, 3101 

DNA topoisomerase II, 159 

DNA-binding polypeptide of TFIIIC, 
2018 


elongation factor EF-la dosage, 4571 
ERG6, 3447 
FLP recombinase 
DNA binding, 1987 
GALI-GALIO, 1721 
GAL4 derivatives, 4746 
GAL80, 3009 
GAL80-LAC9 interaction, 2950 
GCN4, 144 
GCN4 protein 
sequence specificity, 2944 
glucose repression, 5643 
mutation, 2289 
GPH1, 1659 
G-protein homolog, 152 
GRM, 5228 
H4 autonomously replicating sequence, 
5464 


heat shock element, 4789 
heme, 5702 
herpesvirus VP16, 4746 
hexokinase II, 5643 
HIS3 expression, 4882 
HMG genes, 5702 
HML mating-type cassette, 4621 
hsp26, 5265 
HSP70 gene, 2025 
hsp82, 3919, 4789 
human Cdc2Hs protein kinase, 4064 
HXK2, 5630 
initiation factor 4E-dependent cell-free 
system, 4467 
intron bI2 splicing, 5424 
intron containing an unusual 5’ junction 
sequence, 2765 
intron excision, 4220 
intron splicing 
MATal 4613 
intron, synthetic 
pre-tRNA, 329 
intron-encoded protein, 1507 
intron-encoded splicing signals 
K. lactis, 2208 
invertase signal peptide, 3400 
invertase variants 
revertants with secretion-defective 
leaders, 1452 
IRAI, 757 
K. lactis, 2208 
a-ketoglutarate dehydrogenase, 2695 
KEX]1 gene product, 2706 
KEX2, 2341 
KGDI1, 2695 
LAC9-GAL80 interaction, 2950 
LEU3 
DNA-binding domain, 4056 
MAT, 3992 
MATal, 4613 
mating pheromone signal transduction, 
152 


mating-factor signaling pathway, 2289 
mating-type control, 4523 

protein, 5228 

meiotic transcriptional cascade, 2142 
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membrane function, 3447 
membrane protein, 1191 
MET25, 3292 
metallothionein gene transcription, 421 
MFal expression, 4507 
mitochondria! intron-encoded protein, 
1507 

mitochondrial promoters in nuclear 
DNA, 3193 

mitochondrial-nuclear genome interac- 
tions, 1897 

mitochondrial protein import signal, 1014 

mitosis, 159 

mitotic recombination 

RNA polymerase I, 3464 

MRF, 820 

mRNA transcription, 5387 

nitrogen catabolite repression, 5440 

nondisjunction, 159 

nucl strains, 3323 

nuclear protein localization, 384 

nuclear ribosomal DNA repeat, 1897 

nuclear transport signal-binding protein, 
3028 

OBF1, 2906, 2914 
osteocalcin transcription unit, 3517 
PET494, 484 
PGK, 5516 
pheromone response pathway, 2682 
pheromone response pathway 

postreceptor signaling, 3720 

PHO2 and PHO4 proteins, 2050 
PHOS upstream activation regions, 2050 
photolyase 

xeroderma pigmentosum cells, 5105 
photolyase-excision repair protein inter- 
actions, 4767 

photolyases, 4777 

PMS genes, 4432 

polymerase II transcription, 4746 

porinless mutant, 1100 

postreceptor signaling, 3720 

prepro-a-factor signal sequence muta- 

tions, 4977 
pre-tRNA 
synthetic intron, 329 

PRI2, 3081 

protein translocation, 3400 

PRP4, 3710 

PRP4 gene product, 3698 

PUT3, 4696, 4706 

RAD9, 1882 

RADIO 

antisense overlapping transcription, 

1794 


RADS2, 3101 
RADS4, 3101, 3314 
RAPI, 5516 
RAPI protein, 5359 
RAS 
upstream activating sequence, 442 
upstream repressible sequence, 442 
RAS2, 2715 
RAS activation, 390 
RAS-cyclic AMP pathway, 757 
rDNA, 551 
receptor mutation suppressor, 2682 
retrotransposon, aberrant, 4096 
[rho] genomes, 1917 
ricin toxin A-chain mutants, 415 
RNA 
small cytoplasmic, 3260 
RNAI, 2989 


RNA polymerase I, 3464 
RNA polymerase II 
subunit RPB4, 2854 
RNA polymerase II mutants, 2341 
RNA polymerase II subunit RPB3, 5387 
RNase P RNA, 2536 
RNR2, 4932, 5359, 5373 
RPB4, 2854 
rRNA cistrons 
spacer region activity, 1243 
rRNA transcription, 4986 
SECS9, 1191 
small cytoplasmic RNA, 3260 
SNFI protein kinase, 5034, 5045 
SNF4, 5045 
SNF4 protein, 5034, 5045 
SPT13/GALI1 gene, 5602 
srm1-1, 2682 
SSC1, 3000 
STAI, 3992 
STE13 expression, 4507 
, 3638 
TATA elements, 5298 
telomere elongation, 1488 
telomere-specific Y’ sequence, 5754 
translation, 4467 
translational fidelity, 4571 
tRNA genes, 2551 
gene, 3244 
TRPS5 expression, 4882 
tubulin overexpression, 1049 
Ty2 downstream transcriptional regula- 
tory sites, 4824 
Ty-D15 element 
3’ end formation, 2431 
Ty-D15 transcription, 3667 
U4/U6 snRNP, 3710 
UAS, 
differential repression, 4282 
uninducible repair gene RADS4 
phenotypes, 3314 
upstream activation sequence elements, 
34 


upstream activation sequence GAL4 
protein, 1721 
viruslike particle coat protein, 3323 
viruslike particles, 1100 
X-ray repair, 365 
YEB-3, 4535 
Sarcomeric actin CArG-binding factor 
c-fos serum response factor, 515 
Schizosaccharomyces pombe 
introns, artificial, 1526 
ral2, 5617 
ras protein, 5617 
SECS9 
S. cerevisiae, 1191 
Senescence 
human, 3088 
reversible, 3088 
Serine protease gene RNA levels 
cAMP, 692 
D. melanogaster dunce mutants, 692 
Serum 
mouse, 5239 
c-rel transcriptional induction, 5239 
Serum amyloid A gene 
human, 1908 
phorbol ester control, 1908 
SH2 domain of v-fps, 4131 
Sheep metallothionein la-sheep growth 
hormone fusion gene 
transgenic mice, 5473 
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Signal transduction 
dsRNA, 1705 
mouse, 1705 
platelet-derived growth factor, 1705 

Silencer 
polyomavirus DNA replication, 4026 
Simian virus 40 
cellular replication factor RF-C, 609 
DNA 
topoisomerase I sites, 541 
DNA amplification 
Chinese hamster cells, 4812 
UV-induced early-domain binding fac- 
tor, 4812 
DNA replication, 609, 3593 
DNA replication in vitro, 3839 
large T antigen 
DNA-binding domain, 5525 
large-T-antigen gene 
rat, 1672 
temperature sensitive, 1672 
late polyadenylation signal, 4248 
nuclear transport signal-binding protein, 
3028 
origin auxiliary sequences, 3593 
pre-mRNA 
factor interactions, 2007 
transformation of human fibroblasts, 
3093 
Simian virus 40-hepatocyte cell lines 
acute-phase response, 2779 
Site C2 
immunoglobulin heavy-chain enhancer, 
776 
oligomeric binding proteins, 776 

Skeletal actin 
chicken, 2191 
regulatory elements, 2191 

Skeletal muscle 
mouse, 3393 
muscle creatine kinase, 3393 

Skeletal muscle and nonmuscle B-tropomy- 

osin cDNA 
chicken, 185 

c-ski 
cDNAs, 4046 
chicken, 4046 

c-ski compared with v-ski, 4038 

v-ski compared with c-ski, 4038 

Small cytoplasmic RNA 
S. cerevisiae, 3260 

Small nuciear ribonucleoproteins 
complex containing 

splicing and formation, 259 

SNFI protein kinase 
S. cerevisiae, 5034, 5045 
SNF4 protein, 5034, 5045 

SNF4 
S. cerevisiae, 5045 

SNF4 protein 
S. cerevisiae, 5034, 5045 
SNFI protein kinase, 5034, 5045 

Soybean 

heat shock promoter, 3457 

phytochrome-regulated gene expression, 

4819 


Sp! transcription without DNA-binding 
activity, 3299 
SP60, SP70 
D. discoideum, 5215 
S-phase-specific transcription regulatory 
elements 
rat, 1005 
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TH2B gene, 1005 
Spliced leader RNA 

A. lumbricoides var. suum, 3543 
Spodoptera frugiperda 

baculovirus infected, 214 

glycoprotein processing, 214 
SPTI3/GALI1 

S. cerevisiae, 5602 
src 

chicken, 629 

fos induction, 2493 

tyrosine kinases, 2493 
c-src* 


gene product 
chicken embryo fibroblasts, 3332 

srml-1 

S. cerevisiae, 2682 
SSCI 

S. cerevisiae, 3000 
STAI expression 

MAT, 3992 

S. cerevisiae, 3992 
STE13 

S. cerevisiae, 4507 
STU 


S. cerevisiae, 3638 
STK 
H. attenuata, 4141 
Strongylocentrotus purpuratus 
H4 histone genes, 1476 
late H1 gene 
temporal activation, 2315 
metallothionein gene, 5445 
mitochondrial RNA synthesis, 1069 
sunY intron derivatives, 5480 
Surf-3 
mouse, 224 
ribosomal protein L7a, 224 
Synthetic abasic site in DNA 
X. laevis, 3750 
Syrian hamster cells 
amplified DNA 
evolution, 2445 


t(2;8) translocations, 2105 
t(11;14)(p15;q11) 
T-cell acute lymphoblastic leukemia cell 
line, 2124 
transcript activation, 2124 
Ttg-1 activation, 2124 
TATA box 
Sp! activates transcription without en- 
hancing DNA-binding activity, 3299 
TATA elements 
S. cerevisiae, 5298 
Tau gene 
bovine, 1389 
transcript splicing, 1389 
Tau proteins 
bovine, 1381 
domains, 1381 
tax 
granulocyte-macrophage colony-stimu- 
lating factor, 4731 
human T-lymphotropic virus type 1, 
4731 
interleukin-2 receptor, 4731 
mouse, 4731 


tax, binding 


human T-cell leukemia virus type I, 4152 


TAX-inducible enhancer 
human T-cell leukemia virus type 1 long 


terminal repeat, 1733 
T-cell activation 
human, 1034, 1041 
mitogen, 1034, 1041 
T-cell acute lymphoblastic leukemia cell 
line 
t(11;14)(p15:q11) activates multiple tran- 
scripts, 2124 
T-cell receptor VB promoter 
mouse, 4835 
transcription activator, 4835 
Telomere elongation 
S. cerevisiae, 1488 
Telomeres 
E. crassus, 2761 
K. lactis, 3931 
killer plasmids, 3931 
overhanging 3’ terminus, 345 
T. thermophila, 345 
terminal transferase activity, 2761 
Telomere-specific Y’ sequence 
S. cerevisiae, 5754 
Temporal order of gene replication 
CHO cells, 2881 
Temporal replication 
B-globin gene, 3524 
Testicular smooth-muscle actin 
mouse, 1875 
Testis-specific B-tubulin gene 
D. melanogaster, 875 
a-tubulin, 875 
2,3,7,8-Tetrachlorodibenzo-p-dioxin-in- 
ducible aryl hydrocarbon receptor- 
mediated change in CYP/A/] chroma- 
tin structure, 5726 
12-O-Tetradecanoylphorbol-13-acetate 
c-fos 
AP1-binding site, 1327 
human, 1327 
tumor necrosis factor, 252 
Tetradecanoylphorbol acetate 
human, 3580 
mouse, 1790, 3580 
TIS gene, subset of, 3580 
Tetrahymena thermophila 
DNA 
methylation, 828 
group I intron self-splicing, 3657 
nuclear DNA 
N®*-methyladenine patterns, 2598 
ribosomal DNA 
cloning, 1092 
replication, 452 
somatic recombination, 452 
telomeres 
overhanging 3’ terminus, 345 
TFUIC 
DNA-binding polypeptide, 2018 
S. cerevisiae, 2018 
TFIIIC2 
5S rRNA gene 
X. laevis, 4941 
human, 4941 
TGF-aipha-PE40 fusion proteins 
epidermal growth factor receptor bind- 
ing, 2860 
TH2B gene 
rat, 1005 
S-phase-specific transcription regulatory 
elements, 1005 
Theileria parva 
cow 
NF-«B levels, 4677 
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Threonyl-tRNA synthetase 
CHO cells, 1832 
gene amplification, 1832 
human, 1832 
Thymidylate synthase promoter 
mouse, 4079 
Thyroid hormone 
keratin gene expression, 1823 
X. laevis, 1823 
Thyroid/steroid hormone receptor family 
novel member encoded by the opposite 
strand of the rat c-erbAa transcrip- 
tionai unit, 1128 
TIS genes, subset 
granulocyte-macrophage colony-stimu- 
lating factor, 3580 
human, 3580 
mouse, 3580 
tetradecanoylphorbol acetate, 3580 
Tissue factor gene expression 
human, 2752 
monocyte procoagulant response to en- 
dotoxin, 2752 
Tissue plasminogen activator 
human, 214 
insect, 214 
Tissue plasminogen activator gene 
cyclic AMP, 1691 
mouse, 1691 
retinoic acid, 1691 
transcription, 1691 
T-kininogen gene 
aging, 5610 


dicistronic transcriptional units, 5676 
Topoisomerase I 
SV40 DNA, 541 
Topoisomerase II 
CHO cell nuclei, 3284 
glucose-regulated stress response, 3284 
Toxoplasma gondii 
major surface antigens 
glycosyl-phosphatidylinositol anchor- 
ing, 4576 
trans splicing 
T. brucei pre-mRNA, 4291 
Transcription factor E2F 
dihydrofolate reductase gene, 4994 
hamster, 4994 
Transcription factor IIIA 
5S RNA genes, 499 
C-terminal domain, 499 
X. laevis, 499 
Transcription factor IIIA gene 
X. laevis, 5005 
Transcription factor IIIB 
DNA interactions in RNA polymerase 
III transcription complexes on 
tRNA genes, 2551 
S. cerevisiae, 2551 
Transcription factor MBF-I 
metallothionein genes 
metal regulatory elements, 5315 
Transcription factor Sp1 
human hsp70 gene promoter, 4099 
Transcription factor TFIIIA 
bending of SS DNA, 336 
Transferrin gene 
mouse, 5154 
Transforming growth factor a 
aromatic side chain at position 38, 860 
human, 860, 4083 
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lysine substitution for arginine at posi- 
tion 42, 4083 
Transforming growth factor B 
mouse, 3576 
MyoD1 transcription, 3576 
Transforming growth factor B1, B2, and 63 
mRNA expression 
mouse, 5508 
Transglutaminase, type I 
rabbit, 4846 
Translation 
inhibition by secondary structure by 
mRNAs, 5134 
initiation factor 4E-dependent cell-free 
system, 4467 
S. cerevisiae, 4467 
Transthyretin gene regulation 
hepatocyte-enriched nuclear factors, 
1415 
trk 


activation, 15 

human, 15 
trk proto-oncogene 

human, 24 
tRNA genes 

DNA interactions, 2551 

S. cerevisiae, 2551 
tRN ASUPS3 gene 

S. cerevisiae, 3244 
Tropomyosin 

cDNA, 185 

chicken, 185 

skeletal muscle and nonmuscle, 185 
Troponin I 

internal regulatory element, 1397 
TRPS 

S. cerevisiae, 4882 
TRPM.-2 induction in rat cells undergoing 

programmed death, 3473 

Trypanosoma brucei 

procyclic acidic repetitive proteins, 1332 

trans-splicing branch sites, 4291 

UV effect on intergenic transcripts, 4022 

variable surface glycoprotein gene 

expression site, 4022 
variable surface glycoprotein gene pro- 
moter, 4018 

Trypanosoma brucei subsp. brucei 

U small nuclear RNA genes 

U2, U4, and U6 RNA analogs, 1212 

Trypanosoma cruzi 

mtp70, 5163 
Trypanosoma equiperdum 

kinetoplast DNA minicircles, 3212 
Trypanosomes 

kinetoplast minicircles, 1365 
ts11 

human, 2350 
Tse-1 

mouse, 1813 

rat, 1813 
TSEl-repressed genes 

hormonal regulation, 2837 


albumin gene expression, 3736 
Ttg-1 activation 
t(11;14)(p15;q11), 2124 
TUBI 


H. capsulatum, 2042 
TUB2 
H. capsulatum, 2042 


Tubulin 

overexpression, 1049 

S. cerevisiae, 1049 
a-Tubulin 

D. melanogaster, 875 

testis-specific B-tubulin gene, 875 
B-Tubulin polypeptide assembly, 3418 
Tumor necrosis factor 

30A-5 preadipocytes, 974 

acetyl coenzyme A carboxylase gene, 


arachidonic acid metabolism, 252 
beta interferon subtype 1, 3037 
botulinum toxin type D, 2239 
human, 252, 3037 
human monocytes, 2239 
L. donovani-infected macrophages, 5223 
Tumor promotor-inducible genes 
mouse, 1790 
Tx1, Tx2 
X. laevis, 3018 
Ty2 
downstream transcriptional regulatory 
sites, 4824 
S. cerevisiae, 4824 
Ty-D15 
S. cerevisiae, 3667 
transcription, 3667 
Ty-D15 element 
3’ end formation, 2431 
S. cerevisiae, 2431 
Type I (epidermal) transglutaminase 
mRNA 
rabbit, 4846 
Tyrosine kinase 
epidermal growth factor receptor 
C terminus, 1772 
cell proliferation, 1772 
human, 1587, 1772 
Tyrosine kinase activity 
epidermal growth factor receptor, 671 
inhibition by a truncated receptor form, 
671 
interreceptor interaction, 671 
Tyrosine kinase oncogenes 
interleukin 3 dependence, 5685 
mouse, 5685 
c-myc transcription, 5685 
Tyrosine kinases 
src induction of fos, 2493 
Tyrosine phosphorylation 
heparin-binding growth factor 1, 1857 
Iprilpr mice, 4914 
mouse, 1857 
Tyrosine protein phosphorylation 
alterations induced by antibody-medi- 
ated cross-linking of the CD4 recep- 
tor of T lymphocytes, 4441 
mouse, 4441 
Tyrosyl-tRNA synthetase 
group I intron splicing, 2089 
N. crassa mitochondria, 2089 
U1 RNA 
70K protein-binding site, 4872 
U1 small nuclear ribonucleoprotein particle 
altered specificity 
splicing of an adenovirus E1A mRNA 
precursor, 3429 
U1 small nuclear ribonucleoprotein parti- 
cle-specific protein interactions, 3360 
U1 small nuclear ribonucleoprotein-associ- 
ated A protein binding, 2975 
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U2 gene distal sequence element 
(enhancer) 
X. laevis, 1682 
U2, U4, and U6 RNA analogs 
T. brucei subsp. brucei U small nuclear 
RNA genes, 1212 
US 


cell transformation, 4345 
US small nuclear ribonucleoprotein 
structure, 3350 
U4/U6, interaction with, 3350 
U7 
antisense DNA inhibition, 4479 
antisense RNA inhibition, 4479 
ribozyme inhibition, 4479 
U1-70K ribonucleoprotein antigen protein 
binding to loop I of U1 small nuclear 
RNA, 4179 
human, 4179 
U small nuclear RNA genes 
T. brucei subsp. brucei, 1212 
U2, U4, and U6 RNA analogs, 1212 
UAS, 
differential repression, 4282 
S. cerevisiae, 4282 
UbiA 
C. elegans, 268 
Unequal sister chromatid exchange site 
mouse, 1324 
sequence, 1324 
Upstream activating sequence 
S. cerevisiae RAS gene, 442 
Upstream activation sequence elements 
ADH? transcription, 34 
S. cerevisiae, 34 
Upstream repressible sequence 
S. cerevisiae RAS gene, 442 
Ustilago maydis 
cloning and disruption of genes, 4052 
UV light 
Chinese hamster cells, 1277 
DNA strand specificity for mutations, 
1277 
T. brucei 
intergenic transcripts, 4022 
UV-induced early-domain binding factor 
Chinese hamster cells, 4812 
SV40 DNA amplification, 4812 
UV-induced gene expression 
human, 5169 
mouse, 5169 


Variable surface glycoprotein gene 
T. brucei, 4022 
Variable surface giycoprotein gene pro- 
moter 
T. brucei, 4018 
VB promoter 
mouse, 4835 
Viruslike particle coat protein 
S. cerevisiae nucl strains, 3323 
Visna virus 
long terminal repeat 
macrophages, 2728 
Vitellogenin Bi promoter 
steroid-controlled transcription, 5548 
X. laevis, 5548 
Vitellogenin genes 
chicken, 3557 


974 
a 
human, 2837 
rat, 2837 
Tse-2 
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major and minor, 3557 

von Willebrand factor coexpression 
CHO cells, 1233 
factor VIII, 1233 


Wilms’ tumor cells 
chromosome 11 
heterozygosity at second locus, 1799 
Wound healing, abnormal 
fibronectin, 1642 
keloid fibroblasts, 1642 


X box 
major histocompatibility class II genes, 
5219 
X chromosome 
Chinese hamster cells, 1635 
chromatin loop structure, 2322 
hprt, 1635 
human, 2322 
Xenopus laevis 
5S rRNA gene 
human TFIIIC2, 4941 


bovine papillomavirus type 1 DNA repli- 


cation, 406 
DNA 


synthetic abasic site, 3750 
DNA replication, 57 
E6, 406 
glucose transporters, 4187 
histone H1 

gene repression, 5573 
keratin gene expression, 1823 
LS 


5S rRNA-binding activity, 5281 
linear DNA degradation, 4862 
c-myc protein 
translocation, 5395 
nuclear transport signal-binding protein, 
3028 


phosphoenolpyruvate carboxykinase 
gene from rat, 5244 

poly(A)-binding protein, 2756 

proliferating cell nuclear antigen, 57 

protein kinase C cDNA, 831 

proteins phosphorylated at tyrosine, 
3143 


ribosomal DNA 5’ enhancer, 5093 _ 
ribosomal gene terminator, 3777 
ribosomal S6 kinase 

chicken rsk, 3850 

mouse rsk, 3850 
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thyroid hormone, 1823 
transcription factor IIIA 
5S RNA, 499 
C-terminal domain, 499 
transcription factor gene expres- 
sion, 5005 
transposable elements, composite, 3018 
U2 gene distal sequence element (en- 
hancer), 1682 
vitellogenin B1 promoter 
steroid-controlled transcription, 5548 
Xeroderma pigmentosum cells 
complementation group E 
yeast photolyase, 5105 
X-ray repair 
DNA polymerase, 365 
S. cerevisiae, 365 


YEB-3 
S. cerevisiae, 4535 


yes 


cerebellar Purkinje cells, 4545 


mouse, 4889 
serum response elements upstream, 4889 


